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SYSTEMS AND METHODS EXTENDING THE
LASERSPRAY IONIZATION MASS
SPECTROMETRY CONCEPT FROM
ATMOSPHERIC PRESSURE TO VACUUM

CROSS-REFERENCE TO RELATED
APPLICATIONS

This application is a continuation of U.S. patent applica-
tion Ser. No. 13/881,684, filed Oct. 14, 2013, which is a
national phase application of International Patent Application
No. PCT/US2011/057769, filed Oct. 25, 2011, which claims
priority to, and the benefit of, U.S. Provisional Patent Appli-
cation No. 61/406,509, filed Oct. 25, 2010, U.S. Provisional
Patent Application No. 61/422,016, filed Dec. 10, 2010, and
U.S. Provisional Patent Application No. 61/493,400, filed
Jun. 3, 2011, the entire contents of all of which are incorpo-
rated by reference herein.

FIELD OF THE DISCLOSURE

Systems and methods disclosed herein allow analysis of
macromolecular structures using laserspray ionization on
matrix-assisted laser desorption/ionization (MALDI) mass
spectrometers and methods of use that are capable of produc-
ing abundant, multiply-charged ions from the solid state and
directly from surfaces at intermediate pressure and high
vacuum. The systems and methods are improved using
matrixes that lower the thermal requirements for ion forma-
tion of the analyte or with the addition of supplemental energy
supplied for ion formation.

BACKGROUND OF THE DISCLOSURE

Matrix-assisted laser desorption/ionization (MALDI)
mass spectrometry (MS) has been an important analytical
method for a variety of fields, especially related to analysis of
synthetic and biopolymers. The method has been extended
from a high vacuum (HV) technique in which time-of-flight
(TOF) mass analyzers provided nearly unlimited mass range
to intermediate pressure (IP) and atmospheric pressure (AP)
techniques interfaced to mass analyzers having limited mass-
to-charge (m/z) range. Production of singly charged ions on
these nv/z limited instruments, however, eliminated the ability
to mass analyze high-mass compounds. Small molecule
analysis is also limited by the chemical background associ-
ated with the ionization of the desired analyte e.g., drugs and
metabolites, at any of the pressure regimes used. Inducing
fragmentation using collision induced dissociation (CID) of
singly charged ions produces little sequence information;
newer and more potent fragmentation methods such as elec-
tron transfer dissociation (ETD) and electron capture disso-
ciation (ECD) are not applicable to singly charged analyte
ions. MALDI operates from the solid state and is a surface
method enabling surface imaging approaches to determine
the localization of certain analytes within a surface. Commer-
cial MALDI ion source technology operates the laser in
reflection geometry limiting the spatial resolution and speed
of analysis. To increase the speed, expensive high repetition
lasers can be employed more rapidly enabling the measure-
ment of ~100 shots of sub-spectra to be combined as to what
is referred to in MALDI as a mass spectrum and in case of
imaging of surfaces used to determine analytes location
within a surface employing respective computing programs.
Advantages of singly charged ions are the simplicity of data
interpretation, especially of complex mixtures.
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Electrospray ionization (ESI) is an ionization method
whereby a voltage, usually several thousand volts, is placed
between a capillary through which a solution is passed and a
counter electrode which contains the entrance to the vacuum
of'the mass spectrometer. Highly charged liquid droplets are
formed in the ESI process and desolvation of these droplets
leads to formation of bare ions that are sampled by the mass
spectrometer. While the MALDI method produces primarily
singly charged ions, the ESI liquid introduction method pro-
duces ions of high charge states if multiple ionization sites
exist on the analyte molecule. Small molecules such as drugs
and small peptides and lipids produce singly charged ions.
Improved characterization is achieved utilizing multiply
charged ions using activation methods including but not lim-
ited to CID, ETD, and ECD for powerful fragmentation of the
analytes at will in the mass analyzer for sequence or structural
information including but not limited to posttranslational
modifications of analytes including but not limited to pep-
tides and proteins intact and enzymatically digested. The
disadvantage is the complexity and data interpretation asso-
ciated with multiply charged ions especially with increasing
complexity of the analyte and that sprayable conditions need
to be achieved limiting applications to systems that can be
solubilized and “sprayed”.

Inlet ionization methods include laserspray ionization
(LSI), matrix assisted inlet ionization (MAII), and solvent
assisted inlet ionization (SAII) producing abundant highly
charged ions without the use of a voltage from the solid state
(MAII, LSI) or solution (SAII). Laserspray ionization (L.SI)
MS is a surface method that has the potential to characterize
macromolecular structures directly from their native and
complex environment with high spatial resolution important
in surface imaging such as tissue. LSI was introduced on high
performance mass spectrometers (Orbitrap, SYNAPT G2,
LTQ Velos with ETD capabilities) operating at AP without the
application of any electrical field demonstrating its useful-
ness for tissue analysis and surface imaging of e.g., lipids,
peptides, proteins, and synthetic polymers on mass range
limited mass spectrometers. The production of highly
charged ions directly from surfaces in high abundance allows
sequencing of for example peptides and proteins using ETD.
Chemical background associated with LSII is minute. While
LSI at AP offers many advantages, there is still room for
improvement, especially relative to sensitivity limitations
associated with the transfer of ions from AP-to-vacuum, and
additional systems and methods for use in the analysis of
macromolecular structures.

SUMMARY OF THE DISCLOSURE

Embodiments disclosed herein provide systems and meth-
ods for producing multiply-charged ions (MCls) and analyz-
ing macromolecular structures using L.SI at vacuum (LSIV).
In particular embodiments, there is a pressure drop and the
application of heat in L.SI at IP and HV. The systems and
methods additionally provide matrix compounds that facili-
tate this production of MCIs. The disclosed systems and
methods provide additional avenues for the analysis of mac-
romolecular structures than previously available.

Besides the fundamental implications of these embodi-
ments, an important potential analytical advantage, other than
use of commercial instruments with and without modifica-
tion, is the potential for high and/or better sensitivity com-
pared to laserspray ionization inlet (LSII) and AP, IP and
vacuum MALDI. The analysis of peptides and proteins
directly from tissue using embodiments disclosed herein pro-
duces nearly identical mass spectra and drift time distribution
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appearance observed with LSI at AP and from solution using
electrospray ionization (ESI). Peptides and proteins directly
from their native and complex tissue environment produce
nearly identical results as compared to the pure and synthe-
sized standard indicating similar structures.

One embodiment disclosed herein provides a method of
producing MCls from a matrix/analyte association compris-
ing contacting the matrix/analyte association with a laser;
allowing entry of the matrix/analyte association into a mass
spectrometer comprising an [P zone wherein the matrix/ana-
lyte or matrix/analyte association is exposed to a decrease in
pressure following the entry thereby producing the MCls.

One embodiment disclosed herein provides a method of
producing MCIs from a matrix/analyte or a matrix/analyte
association comprising contacting the matrix/analyte or
matrix/analyte association with a laser; allowing entry of the
matrix/analyte or matrix/analyte association into a mass spec-
trometer comprising an HV zone wherein the matrix/analyte
or matrix/analyte association is exposed to a decrease in
pressure following the entry thereby producing the MCls.

One embodiment disclosed herein provides a method of
producing MCIs from a matrix/analyte or a matrix/analyte
association comprising contacting the matrix/analyte or
matrix/analyte association with a laser; allowing entry of the
matrix/analyte or matrix/analyte association into a mass spec-
trometer comprising an IP zone and an HV zone wherein the
matrix/analyte or matrix/analyte association is exposed to a
decrease in pressure following the entry thereby producing
the MCls.

In another embodiment, the IP zone is from 25 mTorr to
760 Torr. In another embodiment, the method does not utilize
supplemental heat or a heated inlet ionization region utilizing
proper matrix materials such as, for example, 2,5-dihydroxy-
acetophenone (2,5-DHAP).

In another embodiment, the method further comprises
acquiring a mass spectrum of the analyte. In another embodi-
ment, measurements are obtained in the positive or negative
detection mode. Another embodiment comprises acquiring a
fragmentation spectrum. Another embodiment comprises
acquiring ion mobility spectrometry (IMS) data. In another
embodiment, the method further comprises evaluating the
mass spectrum to determine characteristics of the analyte.

In another embodiment, the method further comprises
placing an amount of the matrix/analyte association on a
target plate of the mass spectrometer. In another embodiment,
the placing occurs using the dried droplet method or thin layer
method.

In another embodiment, the matrix an organic compound
with or without aromaticity and may include 2,5-DHAP, 2-ni-
trophloroglucinol (2-NPG) or 4,6-dinitropyrogallol (4,6-
DNPG). . In another embodiment, the analyte comprises a
protein intact or enzymatically digested, peptide including
posttranslational modified such as oxidation, acetylation,
phosphorylation, lipid including fragile gangliosides, carbo-
hydrate, oligonucleotide, synthetic polymer, animal, plant or
human tissue. In another embodiment, the laser is a 355 nm
Nd:YAG laser.

Another embodiment includes a method of preparing and
analyzing a matrix/analyte association for MS analysis com-
prising mixing an analyte solution with a matrix solution to
form a matrix/analyte solution; depositing the matrix/analyte
solution onto a metal or glass plate using e.g., a dried droplet
method thereby forming a matrix/analyte association; con-
tacting the matrix/analyte association with a laser beam; pro-
ducing a matrix/analyte association in the gas phase within a
mass spectrometer comprising an IP zone wherein the matrix/
analyte association is exposed to a decrease in pressure fol-
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lowing the entry producing MClIs following the entry into the
analyzer of the mass spectrometer; acquiring a mass spectrum
of'the analyte; and evaluating the mass spectrum to determine
at least one characteristic of the analyte.

In another embodiment, the pressure within the IP zone is
from 25 mTorr to 760 Torr. In another embodiment, the
method does not utilize supplemental heat or a heated inlet
ionization region although such heated regions may be ben-
eficial.

In another embodiment, the analyte solution is prepared in
a solvent of 50:50 ACN/water, 50:50 ACN/water with 0.1%
TFA, 50:50 MeOH/water with 1% acetic acid, 50:50 ACN:
water with 0.1% FA or 49:49:2 ACN:water:acetic acid. In
another embodiment, the matrix solution is prepared as 20 mg
2,5-DHB in 100 pL of 50:50 ACN:water with 0.1% TFA; 10
mg CHCA in 2 mI. MeOH:ACN; or 5 mg 2,5-DHAP in 300
uL 50:50 ACN:water. In another embodiment, the concentra-
tion of analyte in the matrix/analyte solution before deposi-
tion onto the metal or glass plate is 1 pmol pL~" but it is
understood higher or lower concentration may be used. In
another embodiment, the analyte comprises e.g., proteins,
peptides, lipids, tissue (such as mouse brain drug treated and
non treated), and synthetic polymers. In another embodiment,
the mixing of the analyte solution and the matrix solution
occurs ata 1:1 volume ratio. In another embodiment, the laser
is a 337 nm nitrogen laser or a 355 nm Nd:YAG laser.

Another embodiment includes a method of preparing and
analyzing a matrix/analyte association for MS analysis com-
prising mixing an analyte solution with a matrix solution to
form a matrix/analyte solution at a 1:1 volume ratio; depos-
iting the matrix/analyte solution onto a metal or glass plate
using a dried droplet method thereby forming an matrix/
analyte association; contacting the matrix/analyte association
with a 337 nm nitrogen laser or a 355 nm Nd:YAG laser;
allowing entry of the matrix/analyte association into a mass
spectrometer comprising an [P zone with a pressure from 25
mTorr to 760 Torr wherein the matrix/analyte association is
exposed to a decrease in pressure following the entry produc-
ing MCIs following the entry into the mass spectrometer;
acquiring a mass spectrum of the analyte; and evaluating the
mass spectrum to determine at least one characteristic of the
analyte wherein the analyte comprises a protein, peptide or
lipid and the matrix comprises an organic material with and
without aromaticity, with high or poor solubility in organic
and/or aqueous solution, with and without absorption at the
laser wavelength, applied solvent-based or solvent-free as a
pure matrix compound or as binary or tertiary matrix com-
pound mixture.

Embodiments disclosed herein also include IP and high
vacuum mass spectrometers as described herein and more
particularly include mass spectrometers modified to function
according to FIGS. 136-138 for positive and negative mode
MS, IMS-MS, and MS/MS measurements.

BRIEF DESCRIPTION OF THE FIGURES

FIGS. 1A-1P. LSIV-MS mass spectra of [Glul]-fibrin-
opeptide B (GFP); adrenocorticotropic hormone fragment
(ACTH); bovine insulin (BI) and ubiquitin using 2,5-DHAP
matrix with a laser energy of 200 or 500 on glass or metal
plates. FIG. 1A: GFP using laser energy of 200 on glass
plates; FIG. 1B: GFP using laser energy of 200 on metal
plates; FIG. 1C: GFP using laser energy of 500 on glass
plates; FIG. 1D: GFP using laser energy of 500 on metal
plates; FIG. 1E: ACTH using laser energy of 200 on glass
plates; FIG. 1F: ACTH using laser energy of 200 on metal
plates; FIG. 1G: ACTH using laser energy of 500 on glass
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plates; FIG. 1H: ACTH using laser energy of 500 on metal
plates; FIG. 11: Bl using laser energy of 200 on glass plates;
FIG. 1J: BI using laser energy of 200 on metal plates; FIG.
1K: BI using laser energy of 500 on glass plates; FIG. 1L.: BI
using laser energy of 500 on metal plates; FIG. 1M: ubiquitin
using laser energy of 200 on glass plates; FIG. 1N: ubiquitin
using laser energy of 200 on metal plates; FIG. 10: ubiquitin
using laser energy of 500 on glass plates; and FIG. 1P: ubig-
uitin using laser energy of 500 on metal plates.

FIGS. 2A, 2B, and 2C. LSIV-MS mass spectra of Ang |
with different matrixes with a laser energy of 500. FIG. 2A
shows 2,5-DHAP in 50:50 ACN:water; FIG. 2B shows
CHCA; and FIG. 2C shows 2,5-DHB both in 50:50 ACN:
water with 0.1% TFA.

FIGS. 3A-3D. FIGS. 3A and 3B show photographs of the
microscopy and FIGS. 3C and 3D show mass spectrum of the
matrix/analyte mixture spot of angiotensin 1 (MW 1295) with
saturated 2,5-DHAP matrix (prepared in 50:50 ACN:water)
on a glass plate (FIG. 3C) before ablation and (FIG. 3D) after
ablation using 200 laser energy. The center spot (FIG. 3A)
provides preferentially the multiply charged ions shown in
FIG. 3C.

FIGS. 4A and 4B. LSIV-MS mass spectra of N-acetylated
myelin basic protein fragment (MBP, MW 1833) with 2,5-
DHAP matrix acquired at intermediate pressure using the
Waters SYNAPT G2 mass spectrometry instrument. FIG.
4A) LSI settings at 0 V and low laser power and FIG. 4B)
MALDI settings at 20 V and high laser power. The charge
state distribution observed in MALDI is compound and
matrix dependent, but typically for any matrix the charge
states, especially for larger molecules such as proteins and
polymers, are low relative to ESI. On the other hand, using
similar matrix preparation and laser ablation conditions as in
MALDI, LSI produces abundant highly charged ions similar
to ESI under AP and IP conditions. While the initial condi-
tions in LSTand MALDI are similar, the results are drastically
different. FIGS. 4A and 4B of myelin basic protein N-termi-
nal fragment (MBP, MW 1833.2) obtained using the commer-
cial IP-MALDI source on a SYNAPT G2 demonstrates the
difference between LSIV and MALDI mass spectra using the
same mass spectrometer and matrix (DHAP)/analyte (MBP)
sample spot. FIG. 4A shows charge states +2 to +4 while FIG.
4B shows only the singly charged ion of MBP. The principle
instrumental differences are that FIG. 4A is obtained under
conditions tuned for multiply charged ions in ESI but oper-
ated at IP, minimizes the use of voltages and uses lower laser
fluence than used for obtaining singly charged ions with the
instrument tuned using ‘factory’ conditions for MALDI
operation. These results show, under vacuum MALDI condi-
tions, that highly charged ions can be observed similar to
those observed in ESI and LSII provided proper instrumen-
tation, tune conditions, laser fluence and matrix are
employed. These observations have implications for rapid
switching between multiply and singly charged ions from the
same matrix/analyte spot providing the ability for improved
fragmentation utilizing the highly charged ions and simpli-
fied mass spectra and interpretation utilizing singly charged
ions.

FIGS. 5A-5D. MALDI-TOF-MS mass spectra of Ang |
(FIG. 5A), GFP (FIG. 5B), ACTH (FIG. 5C), and BI (FIG.
5D) under HV conditions using 2,5-DHAP matrix.

FIGS. 6A-6D. LSIV-IMS-MS of a model mixture using
2,5-DHAP matrix on glass (FIGS. 6A and 6B) and metal
plates (FIGS. 6C and 6D) including total mass spectrum with
an inset +4 charged state distribution of BI (FIGS. 6 A and 6C)
and a 2-D plot of drift time vs. m/z (FIGS. 6B and 6D).
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FIGS. 7A-7H. LSIV-IMS-MS of individual components of
the model mixture using 2,5-DHAP matrix and a laser energy
0f'500. FIG. 7A) SM on a glass plate; FIG. 7B) SM on a metal
plate; FIG. 7C) Ang I on a glass plate; FIG. 7D) Ang I on a
metal plate; FIG. 7E) GFP on a glass plate; FIG. 7F) GFP on
a metal plate; FIG. 7G) Bl on a glass plate; and FIG. 7H) BI
on a metal plate.

FIGS. 8A and 8B. Extracted drift times of individual com-
ponents of the model mixture using 2,5-DHAP matrix with a
laser energy of 500 and metal (FIG. 8A) and glass plates (FIG.
8B).

FIGS. 9A, 9B, and 9C. LSIV-MS mass spectra of Ang [
(FIG. 9A), BI (FIG. 9B), and ubiquitin (FIG. 9C) using 2,5-
DHAP matrix with a laser energy of 200 on a glass plate.

FIG. 10. LSIV-MS-MS of 2.5 pmol lysozyme (MW 14.3
kDa) with saturated 2,5-DHAP in ACN:water prepared using
the droplet method with a laser fluence of 225. The matrix/
analyte mixture was prepared in 1:1 volume ratio, spotted
with 1 ul on a glass plate and air dried. This F1G. demonstrates
that controllable parameters on the SYNAPT G2 (Waters
Corp., Milford, Mass.) allow extension of the mass range at [P
to proteins as large as lysozyme with charge states to +13.

FIGS. 11A and 11B. LSIV-IMS-MS of a model mixture
using 2,5-DHAP matrix on glass plate using 200 laser power:
(FIG. 11A) 2-D plot of drift time vs. m/z with inset extracted
drift time of +4 of Bland +2, +1 of Ang I, and (FIG. 11B) total
mass spectrum with an inset of +4 BI distribution.

FIGS. 12A and 12B. LSIV-IMS-MS of delipified mouse
brain tissue using a glass plate, 2,5-DHAP matrix and a laser
energy of 500 with a FIG. 12A) 2-D plot of drift time versus
m/z and extracted drift time for +3 ion; and FIG. 12B) a total
mass spectrum and Inset spectrum of +3 ion and the ion (+2)
with the largest MW 3216.

FIGS. 13A, 13B, and 13C. FIG. 13A) Extracted data from
FIG. 12; Drift time distributions of charge states +1 to +3:
FIG. 13B) N-acetylated fragment of myelin basic protein
[(MBP, characterized previously by ETD], FIG. 13C) from
the synthesized neuropeptide (+1, +2, and +3, MW 1833).

FIG. 14. Extracted drift times of lipids detected from an
aged delipified mouse brain using 2,5-DHAP matrix and
LSIV-IMS-MS with a laser energy of 500.

FIGS. 15A-15]. Extracted drift times of +1, +2 and +3
charged states of peptides detected from an aged delipified
mouse brain using 2,5-DHAP matrix and LSIV-IMS-MS
with a laser energy of 500. FIG. 15A) +1 charge state of
peptide a; FIG. 15B) +2 charge state of peptide a; FIG. 15C)
+1 charge state of peptide b; FIG. 15D) +2 charge state of
peptide b; FIG. 15E) +2 charge state of peptide c; FIG. 15F)
+2 charge state of peptide d; FIG. 15G) +2 charge state of
peptide e; FIG. 15H) +2 charge state of peptide f; FIG. 151) +3
charge state of peptide g; and FIG. 15]) +3 charge state of
peptide h.

FIG. 16. LSIV-MS-MS of lipid sphingomyelin (SM) using
collision induced dissociation (CID).

FIGS. 17A-17H. Summarized results for myelin basic pro-
tein (MBP) neuropeptide, using 2,5-DHAP matrix with laser
energies from 50 to 500. FIG. 17A) laser energy of 50; FIG.
17B) laser energy of 100; FIG. 17C) laser energy of 150; FIG.
17D) laser energy of 200; FIG. 17E) laser energy of 250; FI1G.
17F) laser energy of 300; FIG. 17G) laser energy of 400; and
FIG. 17H) laser energy of 500.

FIGS. 18A and 18B. Increasing the laser energy to 500 still
provides only highly charged ions of BI with no singly-
charged ions. FIG. 18A) glass plate, and FIG. 18B) metal
plate.

FIGS. 19A-19E. Addition of helium and/or nitrogen (N2)
gas results in observation of multiply charged ions. FIG. 19A)
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TOF (cooling gas 10 mL min~* and trap gas flow (2.5 mL
min~"); FIG. 19B) IMS-TOF modes with He cell and IMS gas
flow at 24 mL. min~"; FIG. 19C) He cell (180 mL min~"); FIG.
19D) IMS cell (90 mL min™'); and FIG. 19E) both gas flows
increased.

FIGS. 20A, 20B, and 20C. Extracted drift times of the
neuropeptide with charge states +2, +3, and +4 (when
present): (FIG. 20A) from mouse brain tissue section by
AP-LSIV-IMS-MS, and from the synthesized N-acetylated
fragment of myelin basic protein obtained by (FIG. 20B)
AP-LSI-IMSMS and (FIG. 20C) ESI-IMS-MS.

FIGS. 21A-21E. LSIV-MS at mass spectra of bovine insu-
lin (MW 5731) acquired with IMS separation: default (FIG.
21A), no API gas on (FIG. 21B), and trap off (FIG. 21C), and
without IMS separation: default (FIG. 21D), and no trap on
(FIG. 21E).

FIGS. 22A-22D. Mass Spectrum of ubiquitin (MW 8559)
with 2-NPG matrix solution: FIG. 22A) AP-LSI and FIG.
22B) AP-MAIl using the LTQ Velos with a capillary tempera-
ture heated to 300° C., FIG. 22C) IP-LSI from the SYNAPT
G2 using the IP-MALDI source, and FIG. 22D) from high
vacuum MALDI-TOF-TOF Bruker UltrafleXtreme instru-
ments in reflectron mode.

FIGS. 23 A and 23B. High vacuum MALDI mass spectrum
of Lysozyme (MW 14.3 kDa) with 2-NPG matrix solution
acquired in FIG. 23A) reflectron mode and FIG. 23B) linear
mode the MALDI-TOF-TOF Bruker UltrafleXtreme instru-
ment.

FIGS. 24 A and 24B. High vacuum MALDI mass spectrum
of lysozyme (MW 14.3 kDa) acquired in linear mode with
FIG. 24A) 2-NPG and FIG. 24B) Sinapinic acid matrix solu-
tionusing a MALDI-TOF Bruker Autoflex Speed instrument.

FIGS. 25A-25D. AP-LSI mass spectrum of ubiquitin (MW
8559) with different matrixes solution: FIG. 25A) 2,5-DHB,
FIG. 25B) 2,5-DHAP, FIG. 25C) 2-NPG, and FIG. 25D)
4,6-DNPG acquired using the LTQ Velos with the capillary
temperature heated to 300° C.

FIGS. 26A and 26B. Photographs of the optical micros-
copy of a 1 ulL dried droplet spot of the 1:1 volume ratio of
analyte/matrix mixture of ubiquitin in water with FIG. 26A)
2-NPG and FIG. 26B) 4,6-DNPG matrix solution on a glass
plate before laser ablation.

FIGS. 27A, 27B, and 27C. IP-LSI mass spectrum acquired
with 4,6-DNPG matrix solution of FIG. 27A) N-acetylated
myelin basic protein fragment (MBP) (MW 1833) and FIG.
27B) bovine insulin (MW 5731). FIG. 27C) Extracted +2
charged state mass spectrum of polyethylene glycol-dimethyl
ether (PEGDME) (MW 2000) with +1 charged state in the full
mass spectrum. Inset shows +2 charged state isotopic distri-
butions.

FIGS.28A-28D. AP-L.SImass spectra of FIG. 28A) bovine
insulin (MW 5731) and FIG. 28C) ubiquitin (MW 8559 Da)
and AP-MAII mass spectra of FIG. 28B) bovine insulin (MW
5731) and FIG. 28D) ubiquitin (MW 8559 Da) with 4,6-
DNPG acquired using the LTQ-Velos with the capillary tem-
perature heated to 300° C.

FIGS. 29A, 29B, and 29C. High vacuum MALDI mass
spectra of ubiquitin (MW 8559 Da) with different matrixes:
FIG. 29A) 2-NPG, FIG. 29B) 2,5-DHB, and FIG. 29C)
CHCA acquired in reflectron mode using the MALDI-TOF
Bruker Ultraflex instrument.

FIGS. 30A, 30B, and 30C. High vacuum MALDI mass
spectra of lysozyme (MW 14.3 kDa) with different matrixes:
FIG. 30A) 2-NPG, FIG. 30B) 2,5-DHB, and FIG. 30C)
CHCA acquired in linear mode using a MALDI-TOF Bruker
Ultraflex instrument FIGS. 31A-31D. High vacuum MALDI
mass spectra of bovine insulin (MW 5731) with 2-NPG
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matrix acquired using the reflectron mode with different

pulsed ion extraction (PIE) delay: FIG. 31A) 0, FIG. 31B)

200, FIG. 31C) 400, and FIG. 31D) 600 ns from a MALDI-

TOF Bruker UltrafleXtreme instrument.

FIGS. 32A-32D. AP-MAII mass spectra of ubiquitin (MW
8559 Da) acquired using the LTQ-Velos mass spectrometer
with FIG. 32A) CHCA matrixes with the capillary tempera-
ture heated to 300° C.; FIG. 32B) SA matrixes with the
capillary temperature heated to 300° C.; FIG. 32C) CHCA
matrixes with the capillary temperature heated to 450° C.; and
FIG. 32D) SA matrixes with the capillary temperature heated
to 450° C.

FIGS. 33A, 33B, and 33C. AP-LSI mass spectra of FIG.
33A) lipids from mouse brain tissue section and FIG. 33B)
PEG-1000 acquired from the SYNAPT G2 with the source
heated to 150° C. and FIG. 33C) ubiquitin (MW 8559 Da)
from the LTQ-Velos with the capillary temperature heated to
300° C. using 4,6-DNPG as matrix. Inset shows +2 charged
state isotopic distribution of PEG-1000.

FIGS. 34A, 34B, and 34C. High vacuum MALDI mass
spectra of ubiquitin (MW 8559 Da) with 2,4-DNPG matrix
acquired using the reflectron mode with different laser power:
FIG. 34A) 65%, FIG. 34B) 70%, and FIG. 34C) 75% from a
MALDI-TOF Bruker UltrafleXtreme instrument.

FIGS. 35A, 35B, and 35C. IP-LSI-MS mass spectra of
MBP (MW 1833 Da) with 2-NPG matrix acquired using
different laser fluence on SYNAPT G2 instrument. F1G. 35A)
“1607, FIG. 35B) <1507, and FIG. 35C) “140”.

FIGS. 36A-36E. High vacuum MALDI mass spectra of
ubiquitin (MW 8559 Da) with 2-NPG matrix acquired using
the reflectron mode with different laser power: FIG. 36A)
45%, FIG. 36B) 50%, F1G. 36C) 55%, FIG. 36D) 60%, and
FIG. 36E) 65% from a MALDI-TOF Bruker UltrafleXtreme
instrument.

FIGS. 37A, 37B, and 37C. High vacuum MALDI mass
spectra of lysozyme (MW 14.3 kDa) with 2-NPG matrix
acquired using the reflectron mode with different laser power:
FIG. 37A) 50%, FIG. 37B) 60%, and FIG. 37C) 65% from a
MALDI-TOF Bruker UltrafleXtreme instrument.

FIGS. 38A and 38B. High vacuum MALDI mass spectra of
FIG. 38A) bovine insulin (MW 5731 Da), and FIG. 38B)
ubiquitin (MW 8559 Da) with 4,6-DNPG matrix acquired in
reflectron mode using a MALDI-TOF Bruker Ultraflex
instrument.

The following abbreviations are used in relation to FIGS.
39-89:

BI: 5 pmol uL~* bovine insulin (MW 5731) diluted in water
unless specified;

Ubi: 5 pmol puL~! ubiquitin (MW 8561) diluted in water
unless specified;

Lys: 5 pmol uL~" lysozyme (MW 14.3 kDa);

2-NPG: 2-nitrophloroglucinol (5 mg in 100 pl. 50:50 aceto-
nitrie (ACN):water);

2,5-DHAP: 2,5-dihydroxyacetophenone (5 mg in 150 pl
ACN:water and warmed);

CHCA: a.-cyanohydroxycinnamic acid (5 mg in 500 pL~*
ACN:water with 0.1% trifluoroacetic acid (TFA);

SA: sinapinic acid acid (200 uL™' 50:50 ACN:water with
0.1% TFA),

CA: carbonic anhydrase (29.0 kDa);

BSA: bovine serum albumin (66.7 kDa);

Layer method: Analyte/matrix spot was prepared on glass
plate using layer method in 1:1 or 1:2 analyte/matrix vol-
ume ratio and air dried;

Dried droplet method: Analyte/matrix mixture was prepared
in 1:1 volume ratio and spotted 1 pul. on glass plate using the
dried droplet method;
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Binary matrix: Prepared by volume percentage composition
of each matrix;

FIGS. 39A-39E. MAII-MS of BI with 2-NPG prepared
using layer method in 1:1 ratio and acquired at different
acquisition temperature of the inlet capillary tube of the LTQ
Velos mass spectrometer instrument: (FIG. 39A) 50° C.,
(FIG. 39B) 100° C., (FIG. 39C) 150° C., (FIG. 39D) 300° C.,
(FIG. 39E) 450° C.

FIGS. 40A-40H. MAII-MS of Lys with 2-NPG matrix
prepared in 1:1 layer method and acquired with different
maximum injection times: FIG. 40A) 10, FIG. 40B) 25, FIG.
40C) 50, FIG. 40D) 100, FIG. 40E) 150, FIG. 40F) 200, FIG.
40G) 300, and FIG. 40H) 500 ms at 1 microscan and 450° C.
inlet capillary temperature on LTQ-Velos mass spectrometer
instrument.

FIGS. 41A-41F. MAII-MS of Lys with 2-NPG matrix pre-
pared in layer method in 1: ratio and acquired with different
microscans: FIG. 41A) 1, FIG. 41B) 2, FIG. 41C) 3, FIG.
41D) 5, FIG. 41E) 8, and FIG. 41F) 10 ms at 100 ms maxi-
mum injection time and 450° C. inlet capillary temperature on
LTQ-Velos mass spectrometer instrument.

FIGS. 42A and 42B. MAII-MS sensitivity study of (FIG.
42A) 10 fmol uL~* with 2-NPG and (FIG. 42B) 50 fmol with
2,5-DHAP prepared using layer method in 1:1 ratio and blow
dried using the Thermo LTQ-Velos mass spectrometer instru-
ment with an inlet capillary temperature of 300° C.:

FIGS. 43A-43D. MAII of Lys with FIG. 43A) 100%
CHCA, FIG. 43C) binary mixture of 5% 2-NPG and 95%
CHCA, FIG. 43B) 100% SA, and FIG. 43D) binary mixture
0f'5% 2-NPG and 95% SA prepared using layer methodin 1:2
ratio and acquired at 450° C. inlet capillary temperature on an
LTQ-Velos mass spectrometer instrument using microscan of
2 and maximum injection time of 200 ms.

FIGS. 44 A and 44B. LSII- (FIG. 44A) and MAII-MS (FIG.
44B) of Lys with binary matrix mixture of 5% 2-NPG and
95% CHCA prepared using layer method in 1:2 ration and
acquired at 450° C. inlet capillary temperature on an LTQ-
Velos mass spectrometer instrument using microscan of 2 and
maximum injection time of 200 ms.

FIGS. 45A-45D. MAII-MS of Lys with binary matrix mix-
ture of 5% 2-NPG and 95% CHCA and 5% 2-NPG and 95%
SA prepared using layer method in 1:2 ratio and acquired at
300° C. and 450° C. inlet capillary temperature on an LTQ-
Velos mass spectrometer instrument using microscan of 2 and
maximum injection time of 200 ms. FIG. 45A) 5% 2-NPG
and 95% CHCA, 300° C.; FIG. 45B) 5% 2-NPG and 95% SA,
300° C.; FIG. 45C) 5% 2-NPG and 95% CHCA, 450° C.; and
FIG. 45D) 5% 2-NPG and 95% SA, 450° C.

FIGS. 46A and 46B. LSII-MS of (FIG. 46 A) 10 pmol ul~*
CA and (FIG. 46B) a 10 second acquisition of 20 pmol puL™*
BSA with 2-NPG matrix prepared using layer method. Data
acquired on the LTQ-Velos mass spectrometer instrument at
300° C. inlet capillary temperature with (FI1G. 46 A) 2,200 ms
and (FIG. 46B) 10, 100 ms microscans and maximum injec-
tion time, respectively.

FIGS. 47A and 47B. (FIG. 47A) LSII-MS and (FIG. 47B)
MAII-MS of 20 pmol of BSA with 2-NPG matrix prepared
using layer method and acquired on the LTQ-Velos mass
spectrometer instrument at 200° C. inlet capillary tempera-
ture at 10 microscans and 100 ms maximum injection time.
The starred and labeled peaks are believed to be the proto-
nated multiply charged molecules.

FIG. 48. MAII-CID MS/MS of 2 pmol uL~* of BSA tryptic
digest mixed with 4 pul. of 2-NPG using layer method on a
metal spatula and acquired on the LTQ-Velos mass spectrom-
eter instrument at 325° C. inlet capillary with microscans of 2
and 100 ms maximum injection time. Precursor ion selected
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was m/z of 642.60 [M+2H]** and fragment ions produced at
a collision energy of 30 and selection window of £0.9.

FIG. 49. MAII-CID-MS/MS mass spectrum of 1 pmol
puL™" Ang II with 2 uL of 2-NPG using layer method on a
metal spatula and acquired on the LTQ-Velos mass spectrom-
eter instrument 325° C. inlet capillary temperature with 2
microscans and 100 ms maximum injection time. Precursor
ion selected was m/z of 524.01 [M+2H]** and fragmentation
ions produced at a collision energy of 27 and selection win-
dow of £0.9.

FIG. 50. MAII-ETD-MS/MS of 1 pmol ul. =" Ang IT with 2
ul of 2-NPG using layer method on a metal spatula and
acquired on the LTQ-Velos mass spectrometer instrument at
325° C. inlet capillary temperature with 2 microscan and 100
ms maximum injection time. Precursor ion selected was m/z
of 524.01 [M+2H]** and fragment ions produced at an acti-
vation time of 500 ms and selection window of +0.9.

FIGS. 51A, 51B, and 51C. MAII (FIG. 51A) full mass
spectrum of 5 pmol uL~* BI B chain oxidized (MW 3495 Da)
and (FIG. 51B) ETD-MS/MS of the +4 charge state with
2-NPG as matrix prepared using the layer method and
acquired on the LTQ-Velos mass spectrometer instrument at
325° C. inlet capillary temperature with 1 microscan and 50
ms maximum injection time. The ETD activation time was set
to 800 ms and 25 V of supplemental activation energy. (FIG.
51C) shows the nearly 100% sequence coverage that was
obtained from a single MAII-ETD-MS/MS acquisition in
(FIG. 51B).

FIGS. 52A-52D. LSII-IMS-MS of delipified mouse brain
tissue acquired using the SYNAPT G2 mass spectrometer
instrument with a Nanolockspray source: FIG. 52A) 2-di-
mensional plot of drift time vs. m/z and extracted mass spec-
tra from the 2-D plot, FIG. 52B) An 8.5 kDa protein contami-
nation, FIG. 52C) endogenous 5 kDa protein and the
identified neuropeptide, N-acetylated myelin basic protein
(MBP MW 1833), and FIG. 52D) +2 to +4 charged states of
peptides detected directly from delipified mouse brain tissue
spray coated with a binary matrix of 10% 2-NPG (50 mg in 1
ml ACN:water) and 90% 2,5-DHAP (300 mg in 9 m[L ACN:
water) matrix solution and added with several 0.5 uLL spots of
2,5-DHAP matrix solution on top. Source temperature was
set at 150° C.

FIGS. 53A and 53B. LSII-MS obtained directly from
delipified mouse brain tissue mounted on a FIG. 53A) CHCA
precoated and FIG. 53B) plain glass plate, both spray coated
with binary mixture of 10% 2-NPG and 90% 2,5-DHAP
matrix solution, and acquired using the LTQ-Velos mass
spectrometer with inlet capillary temperature of 350° C.,
microscan of 2, and maximum injection times of 600 ms.

FIG. 54. LSII-MS images of the different charge states of a
5 kDa protein detected directly from delipified mouse brain
tissue on a CHCA precoated glass plate (delipified and spray
coated with binary mixture of 10% 2-NPG and 90% 2,5-
DHAP matrix solution) acquired using the LTQ-Velos mass
spectrometer instrument with an inlet capillary temperature
0t'350° C. The images showed almost half of the mouse brain
tissue slice which acquisitions were done with the correct
settings of 2 microscans and 600 ms maximum injection time.

FIG.55. LSII[M-H] ™ ion image of 888.7 from mouse brain
tissue using a glass slide pre-coated with matrix. The image
was obtained on a Thermo LTQ-Velos mass spectrometer
instrument with an inlet capillary temperature of 450° C.,
microscan of 1, and maximum inject time of 100 ms. Each
row was acquired in 0.19 minutes.

FIGS.56A,56B, and 56C. LSII-MS of Ubi with FIG. 56 A)
100% CHCA, FIG. 56B) 100% NPG, and FIG. 56C) binary
matrix mixture of 5% 2-NPG and 95% CHCA using an IR
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laser at 1064 nm wavelength acquired on the SYNAPT G2
mass spectrometer instrument with source temperature at
150° C.

FIGS.57A-57D. LSIV-MS at IP of peptides and proteins in
water with 2-NPG matrix prepared using the dried droplet
method in 1:1 ratio: (FIG. 57A) 1 pmol L~ N-acetylated
myelin basic protein fragment (MBP, MW 1833 Da), (FIG.
57B) 1 pmol uL.~! galanin (MW 3158 Da), (FIG. 57C) 1 pmol
uL~! bovine insulin (MW 5731 Da), and (FIG. 57D) 2.5 pmol
pL~" ubiquitin (MW 8561 Da). Low laser fluence (‘140-175")
was used for all the acquisitions.

FIGS. 58A-58D. LSIV-IMS-MS at IP of 2.5 pmol ul.™*
ubiquitin 2-NPG matrix prepared using droplet methodin 1:1
ratio and obtained using the SYNAPT G2 mass spectrometer
instrument with a MALDI source. Total mass spectra (FIG.
58A) and 2-D plot of drift time vs. m/z (FIG. 58B) tuned with
different quad settings of 500, 1000, 1000 of masses 1, 2, 3
ramping, respectively at low laser power. Total mass spectra
(FIG.58C) and 2-D plot of drift time vs. m/z (FIG. 58D) tuned
with different quad settings using the auto profile settings of
the instrument at high laser power.

FIGS. 59A-59H. LSIV-IMS-MS at IP of 2.5 pmol pL.™!
proteins in water with 2-NPG matrix prepared using droplet
method and acquired on a SYNAPT G2 mass spectrometer
witha MALDI source. The 2-D plots for each charge state are
displayed for (FIG. 59A) ubiquitin, (FIG. 59B) lysozyme,
(FIG. 59C) myoglobin, and (FIG. 59D) carbonic anhydrase.
The extracted drift times for each charge state are displayed
for (FIG. 59E) ubiquitin, (FIG. 59F) lysozyme, (FIG. 59G)
myoglobin, and (FIG. 59H) carbonic anhydrase. Low laser
fluence was used for all the acquisitions.

FIGS. 60A and 60B. LSIV-MS at IP of 2.5 pmol pL.™!
angiotensin I (MW 1295) in water using FIG. 60A) binary
matrix of 10% 2-NPG and 90% SA and FIG. 60B) 100% SA
prepared using droplet method in 1:1 ratio and acquired using
the MALDI source of SYNAPT G2 mass spectrometer instru-
ment. Laser fluence used is <200°.

FIGS. 61A, 61B, and 61C. LSIV-MS atIP of 2.5 pmol uL.™!
BI with FIG. 61A) 100% 2-NPG, FIG. 61B) 100% CHCA,
and FIG. 61C) a binary matrix of 10% 2-NPG and 90%
CHCA prepared using droplet method in 1:1 ratio and
acquired on the SYNAPT G2 mass spectrometer instrument
with a MALDI source using an adjusted quad settings pref-
erencing MCls.

FIGS. 62A-62D. LSIV-MS atIP of2.5 pmol pul.-1 ubiquitin
in water with (FIGS. 62A and 62C) binary mixture of 10%
2-NPG and 90% 4-nitroaniline and (FIGS. 62B and 62D)
100% 4-nitroaniline prepared using droplet method in 1:1
analyte/matrix volume ratio and spotted 1 uL. on a glass plate.
Data acquired using (FIGS. 62A and 62B) LSI and (FIGS.
62C and 62D) MALDI settings of the SYNAPT G2 mass
spectrometer instrument with a MALDI source.

FIGS. 63A and 63B. LSIV-IMS-MS at IP FIG. 63A) 2-di-
mensional plot of drift time vs. m/z and FIG. 63B) total mass
spectrum of lipids, peptides, and proteins detected directly
from delipified mouse brain tissue spotted with 100% 2-NPG
matrix. The production of MCls and with gas phase separa-
tion, lipids, peptides, and proteins are well separated into
charged state families.

FIGS. 64A and 64B. LSIV-IMS-MS at IP 2-D plots of drift
time vs. m/z from delipified mouse brain tissue mounted on
FIG. 64A) plain glass plate and spray coated with 100%
2-NPG and FIG. 64B) CHCA precoated glass plate and spray
coated with 90% 2,5-DHAP and 10% 2-NPG.

FIGS. 65A and 65B. LSIV imaging at IP from an aged
delipified mouse brain tissue spray coated with 100% 2-NPG
matrix solution showing images of endogenous neuropep-
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tides peptides. (FIG. 65A) Total mass spectrum, (FIG. 65B)
Inset mass spectrum of the +2 peptides with the images of the
most abundant signals: (1) m/z 831 and (2) the identified
neuropeptide, N-acetylated myelin basic protein fragment
m/z 917 and (3) its +1 charged state m/z 1834.

FIGS. 66A-66D. LSIV imaging at IP of endogenous neu-
ropeptides from delipified mouse brain tissue spray coated
with 100% 2-NPG matrix solution: (FIG. 66A) m/z 795 (+2),
(FIG. 66B) m/z 831 (+2), and (FIG. 66C) nvz 917 (+2), the
identified neuropeptide MBP. (FIG. 66D) shows the location
of this protein and its abundance in the mouse brain tissue
(from Allen mouse brain atlas).

FIG. 67. LSIV-MS at HV of CA with 2-NPG matrix pre-
pared using droplet method in 1:1 ratio and acquired in reflec-
tron mode using a Bruker MALDI-TOF-TOF UltrafleXtreme
mass spectrometer at 50% laser power.

FIGS. 68A and 68B. LSIV-MS at HV of Lys with binary
mixture of SA and 2-NPG using different composition by
volume labeled in FIG. 68A. Data were acquired in positive
reflectron mode using the Bruker UltrafleXtreme MALDI-
TOF-TOF mass spectrometer instrument. The mass spectrum
shown in FIG. 68B is the zoomed-in spectrum using 25% SA
and 75% 2-NPG. Charge state observed is up to +12.

FIGS. 69A, 69B, and 69C. LSIV at HV of Lys with FIG.
69A) 100% 2-NPG, FIG. 69B) 100% SA, and FIG. 69C)
binary mixture of 50% 2-NPG and 50% SA. Data were
acquired in positive reflectron mode using the Bruker
UltrafleX Speed MALDI-TOF mass spectrometer instru-
ment.

FIGS. 70A, 70B, and 70C. Collision induced dissociation
(CID) of GD,, ganglioside from (FIG. 70A) purchased
sample (Sigma Aldrich, St. Louis, Mo.) and (FIG. 70B)
directly from mouse brain tissue. The [M-2H]*~ peak at
917.5 was selected as the parent ion. In (FIG. 70A), 5 pmol
GD1b with 2,5-DHAP matrix, an isotopic width of 0.7, col-
lision energy 25 eV, and activation time of 10 msec were used.
The most abundant fragment at m/z 1544 corresponds to the
loss of a sialic acid (FIG. 70C). Several characteristic frag-
ments identifying the ganglioside species as GD,, are also
present, including m/z 581, corresponding to two attached
sialic acids; m/z 1382, the loss of the end group sugars (one
sialic acid and one galactose); and m/z 1161, the loss of the
end group sugars and the GalNAc attached to the galactose.
Similar fragments occur in a mouse brain tissue section spot-
ted with 0.5 plL of 2,5-DHAP (FIG. 70B) (isotopic width 1.0,
collision energy 40 eV, activation time 10 msec).

FIGS. 71A and 71B. AP-MAII MS/MS mass spectra of 2
pmol uL~* acetylated angiotensin II (MW 1088) with 2,5-
DHAP as matrix using (FIG. 71A) CID and (FIG. 71B) ETD
on Thermo LTQ-Velos mass spectrometer instrument at an
inlet capillary temperature of 350° C.

FIGS. 72A and 72B. AP-MAII MS/MS mass spectra of 2
pmol pL.~! oxidized ACTH fragment (1-10) (MW 1315) with
2,5-DHAP as matrix using (FIG. 72A) CID and (FIG. 72B)
ETD on Thermo LTQ-Velos mass spectrometer instrument at
an inlet capillary temperature of 350° C.

FIGS. 73A and 73B. AP-MAIl MS/MS mass spectra in
negative mode of 2 pmol uL.~! phosphorylated cholecystoki-
nin (MW 1334) with 2,5-DHAP as matrix using (FIG. 73A)
CID and (FIG. 73B) ETD on Thermo LTQ-Velos mass spec-
trometer instrument at an inlet capillary temperature of 350°
C.

FIGS. 74A and 74B. A single (FIG. 74A) CID-LSI-MS/
MS and (FIG. 74B) ETD-LSII-MS/MS scan of PEGDME-
2000 with (I) Full and (II) Inset fragment ion mass spectra
using a2,5-DHAP and LiCl matrix (400:1 salt:polymer molar
ratio) on an LTQ-Velos mass spectrometer. The triply charged
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m/z 727.5 was selected with a £0.7 mass unit window. (FIG.
74A) CID fragmentation was induced with collision energy
of “50”. (FIG. 74B) ETD fragmentation was obtained by
permitting the reagent gas fluoranthene to react for 500 mil-
liseconds.

FIGS.75A and 75B. LSIV-CID-MS/MS at IP mass spectra
of2.5 pmol uL~* GFP with 2,5-DHAP prepared using droplet
method in 1:1 ratio and acquired on a SYNAPT G2 mass
spectrometer with a MALDI source. (FIG. 75A) +1 and (FIG.
75B) +2 fragment ions produced from precursor ions +1 and
+2 charge states respectively.

FIGS. 76A and 76B. LSIV-CID-MS/MS at IP mass spec-
trum of 2.5 pmol uL~* angiotensin I with 2,5-DHAP prepared
using droplet method in 1:1 ratio and acquired using the
MALDI source of SYNAPT G2 mass spectrometer instru-
ment at “200” laser fluence. Precursor ion selected is +3
charged state (m/z 432.95). CID fragment ions produced by
FIG. 76A) triwave trap DC bias at 75’ and FIG. 76B) trap
voltage on at 32 V.

FIGS. 77A and 77B. LSIV-CID-MS/MS at IP of 2.5 pmol
pL~! N-acetylated myelin basic protein fragment (MBP) with
2,5-DHAP prepared using droplet method in 1:1 ratio and
acquired using the MALDI source of SYNAPT G2 mass
spectrometer instrument at “200” laser fluence. Precursor ion
selected are +3 (m/z 611.92) and +2 (m/z 917.49) charge
states. FIG. 77A) +2, 43 and FIG. 77B) +1 fragment ions from
+3 and +2 precursor ions respectively. Trap voltage used are
32V and 58 V for +3 and +2 charge states respectively.

FIGS. 78A, 78B, and 78C. (FIG. 78C) LSII-IMS-MS 2-D
plot of drift time vs. m/z of a mixture of 30 pmol of poly
ethylene glycol (PEG) 1000 and 30 pmol of poly(t-butyl
methacrylate) (PtBMA) 1640 with 4,6-dinitropyrogallol
(4,6-DNPG) and LiCl (400:1 salt:analyte molar ratio) as
matrix and acquired on a Waters SYNAPT G2 mass spec-
trometer instrument using the Nanolockspray source. The
drift time distributions were created from the drift time inte-
grations of m/z regions (FIG. 78A) 694-702 and (FIG. 78B)
834-836. The source temperature was held at 150° C. with
additional 10 V of resistance heating through a wire-coiled
home-built desolvation tube device Similar to teachings from
Inutan Ellen & Trimpin J. Proteome Res. 9 (11) 6077-6081,
2010.

FIGS. 79A, 79B, and 79C. (FIG. 79A) A full LSIV-IMS-
MS at IP 2-D plot of PEG DME 2000 with 4,6-dinitropyro-
gallol (4,6-DNPG) and LiCl (400:1 salt:analyte molar ratio)
as matrix acquired on a Waters SYNAPT G2 mass spectrom-
eter instrument with a MALDI source. The inset area (FIG.
79B) shows separation of +1 and +2 ions and their integrated
drift times at m/z 1109 can be seen in (FIG. 79C).

FIGS. 80A-80D. LSII-MS analysis of polymers on the
LTQ-Velos mass spectrometer with 500:1 salt:analyte molar
ratios and a 400° C. ion transfer capillary: (FIG. 80A) PEG-
1000 using a 2,5-DHAP and NaCl matrix, (FIG. 80B) 4-arm
PEG-2000 using LiCl and 2-NPG, (FIG. 80C) Pentaethyritol
ethoxylate (PEEO) 800 using a 2,5-DHAP and LiCl matrix,
and (FIG. 80D) PtBMA using a 2,5-DHB and NaCl matrix.

FIG. 81. LSII-MS mass spectrum of crude algae extract
with 4,6-DNPG matrix acquired using the LTQ-Velos mass
spectrometer with an inlet capillary temperature of 450° C.

FIGS. 82A-82D. LSII-MS negative mode analysis of 5
pmol L= GDI1b ganglioside (MW 1838, 1866 Da) with
2-amino-3-nitrophenol matrix, prepared using the layer
method, and acquired on the LTQ-Velos mass spectrometer
instrument at (FIG. 82A) 450° C., (FIG. 82B) 400° C., (FIG.
82C)350° C. and (FIG. 82D) 250° C. inlet capillary tempera-
ture.
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FIG. 83. LSII-MS of mouse brain tissue spotted with 0.5
uL of 2-amino-3-nitrophenol matrix and analyzed in negative
ion mode on the LTQ-Velos mass spectrometer instrument at
250° C. inlet capillary temperature. Several lipid species are
detected, including phosphatidylserine (m/z 834), phosphati-
dylinisitol (m/z 885.60) and sulfatides (m/z 878.60). Labile
GD1 gangliosides, are detected without fragmentation at m/z
917.60 and 931.60.

FIGS. 84A-841. Single shot LSII acquisitions of mouse
brain tissue in negative ion mode spotted with 2,5-DHAP
matrix at 50 max inject time and 1-12 microscans (FIGS.
84A-84L., respectively) acquired on a Thermo LTQ-Velos
mass spectrometer instrument with an inlet capillary tem-
perature of 450° C.

FIGS. 85A-85H. LSII-MS of BI with 2,5-DHAP matrix
prepared using layer method in 1:4 ratio and acquired using
the SYNAPT G2 mass spectrometer with a Nanolockspray
source acquired at 150° C. source temperature: FIGS. 85A,
85C, 85E, and 85G) TOF mode only with gas flows from API
and Trap and FIGS. 85B, 85D, 85F, and 85H) with IMS
(additional He and IMS gas flows): (FIGS. 85A and 85B) both
API gas and Trap gas on, (FIGS. 85C and 85D) API gas off,
(FIGS. 85E and 85F) Trap gas off, and (FIGS. 85G and 85H)
both API and Trap gas off.

FIGS. 86A-86D. AP-LSII-IMS-MS 2-D plots of drift time
vs. m/z of 5 pmol uL~! lysozyme acquired with FIG. 86A)
2-NPG matrix using 90° bent tube and FIG. 86B) 2,5-DHAP
matrix in straight tube on SYNAPT G2 mass spectrometer
using the Nanolockspray source. Extracted drift times of +10
to +14 charge states; FIG. 86C) 2-NPG matrix using 90° bent
tube and FIG. 86D) 2,5-DHAP matrix in straight tubes on
SYNAPT G2 mass spectrometer using the Nanolockspray
source. Analyte/matrix spot was prepared in 1:3 layer method
on a glass plate and blow dried.

FIGS. 87A-87F. MAII-MS mass spectra of 2 pmol Ang. |
prepared in 1:1 (FIGS. 87A and 87B) and 1:2 (FIGS. 87C-
87F) analyte:matrix ratio with CHCA (FIGS. 87A, 87C, and
87E) and SA (FIGS. 87B, 87D, and 87F) acquired at 450° C.
(FIGS. 87A-87D) and 400° C. (FIGS. 87E and 87F) inlet
capillary temperature using an LTQ-Velos mass spectrometer
instrument.

FIGS. 88A-88]. MAII-MS mass spectra of 5 pmol of FIGS.
88A and 88F) Ang. 1, FIGS. 88B and 88G) bovine insulin,
FIGS. 88C and 88H) ubiquitin, and FIGS. 88D and 88I)
lysozyme with CHCA (FIGS. 88A-88D) and SA (FIGS. 88F-
88I) acquired at 450° C. inlet capillary temperature using an
LTQ-Velos mass spectrometer instrument. Mass spectra of
lyzozyme using binary matrix mixture of 95% CHCA: 5%
2-NPG (FIG. 88E) and 95% SA: 5% NPG (FIG. 88J). Ana-
lyte/matrix spot was prepared in 1:2 ratio using layer method
on a glass plate and air dried.

FIGS. 89A-89D. LSII-IMS-MS of the neuropeptide, MBP,
from FIGS. 89A and 89C) delipified mouse brain tissue and
FIGS. 89B and 89D) syntheiszed MBP peptide using 2,5-
DHAP matrix at 532 nm (FIGS. 89A and 89B) and 1064 nm
wavelengths (FIGS. 89C and 89D). Mass spectra (left panel),
2-D plots of drift time vs. m/z (middle panel) and extracted
drift times for +2 and +3 ions (right panel) are displayed.

The following abbreviations are used accordance with
FIGS. 90-134 which show mass spectra obtained with matrix
compositions described in FIGS. 135A-135L:

BI: 5 pmol uL~" bovine insulin (MW 5731) diluted in water;

Ubi: 5 pmol pL.=" ubiquitin (MW 8561) in water;

Lys: 5 pmol pL~! lysozyme (MW 14.3 kDa) in water;

Ang I: angiotensin I (MW 1295) in water;

GDla: 5pmol uL.=! (MW 1837, 1865) diluted in 50:50 metha-
nol:water and analyzed in negative mode;
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SB: solvent based analysis using 1 uL. of the analyte and add
matrix on top (5 mg in 50 pLL 50:50 ACN:H,O and warmed
if not dissolved completely) in 1:1 analyte:matrix volume
ratio using layer method on glass plate and air dried;

SF: solvent-free analysis using 10 uL of 1 mg mL~! ang. I
evaporated to complete dryness, added with powder
matrix, homogenized, and spotted on a glass plate using a
ball-mill device at 25 Hz frequency for 10 min.

The data presented in FIGS. 90-134 was acquired using the
Thermo LTQ-Velos mass spectrometer instrument with an
inlet capillary temperature of 450° C., microscan of 5, and
maximum injection time of 20 ms.

FIG. 90. MAII-MS of Ang I (SF) with 2,6-dihydroxyben-
zoic acid matrix.

FIG. 91. MAII-MS of BI (SB) and Ang I (SF) with 3,4-
dihydroxybenzoic acid matrix.

FIG. 92. MAII-MS and LSII-MS of BI (SB) with 5-meth-
ylsalisylic acid matrix.

FIG. 93. LSII-MS of BI (SB) with 3-hydroxypicolinic acid
matrix.

FIG. 94. MAII-MS of BI (SB) with 2,3-dihydroxyac-
etophenone matrix.

FIG. 95. MAII-MS of BI (SB) and Ang I (SF) with 2,4-
dihydroxyacetophenone matrix.

FIG. 96. MAII-MS of Ubi (SB) with 2.4,6-trihydroxyac-
etophenone matrix.

FIG. 97. MAII-MS of Ang I (SF) with 3,4-dihydroxyben-
zenesulfonic acid matrix.

FIG. 98. MAII-MS of Ang 1 (SF) with 4-nitrocatechol
matrix.

FIG. 99. MAII-MS of Ubi (SB) and Ang I (SF) with 2-ni-
troresorcinol matrix.

FIG. 100. MAII-MS of BI (SB) and Ang I (SF) with 2-ni-
trophloroglucinol matrix.

FIG. 101. MAII-MS of BI (SB) and Ang I (SF), and LSII-
MS of BI (SB) with 2-amino-3-nitrophenol matrix.

FIG. 102. MAII-MS of BI (SB) with 2,4-dinitrophenol
matrix.

FIG. 103. MAII-MS of BI (SB) with 3,5-dinitro-benzene-
1,2-diol matrix.

FIG. 104. MAII-MS of BI (SB) with 4,6-dinitropyrogallol
matrix.

FIG. 105. MAII-MS of Ang I (SF) with 4-nitro-5-[2-nitro-
ethyl]-1,2-benzenediol matrix.

FIG. 106. MAII-MS of Ang I (SF) with chlorohydro-
quinone matrix.

FIG. 107. MAII-MS of GDl1a (SB) with 1,4-dicyanoben-
Zene matrix.

FIG. 108. MAII-MS and LSII-MS of BI (SB) with salicy-
lamide matrix.

FIG. 109. MAII-MS of BI (SB) and Ang I (SF) with 4-hy-
droxybenzamide matrix.

FIG.110. MAII-MS of BI (SB) and Ang I (SF), and LSIT of
BI (SB) with 3,5-dihydroxybenzamide matrix.

FIG. 111. MAII-MS of Ang I (SF) and GDla (SB) with
2-hydroxy-5-methylbenzamide matrix.

FIG. 112. MAII-MS of BI (SB) and Ang I (SF) with
5-bromo-2-hydroxybenzohydrazide matrix.

FIG. 113. MAII-MS and LSII-MS of BI (SB) with 3-hy-
droxy-2-naphthoic hydrazide matrix.

FIG. 114. MAII-MS and LSII-MS of BI (SB), and MAII of
GD1a (SB) with 2-amino-3-nitropyridine matrix.

FIG. 115. MAII-MS and LSII-MS of BI (SB) with
2-amino-4-methyl-3-nitropyridine matrix.

FIG. 116. MAII-MS of Ang I (SF) with phenol matrix.

FIG. 117. MAII-MS of BI (SB) and Ang I (SF) with resor-
cinol matrix.
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FIG. 118. MAII-MS of BI (SB) with hydroquinone matrix.

FIG. 119. MAII-MS of Ang I (SF) with phloroglucinol
matrix.

FIG. 120. MAII-MS of Ubi (SB) and Ang I (SF) with
pyrogallol matrix.

FIG. 121. MAII-MS of Ang I (SF) with 4-trifluoromethyl
phenol matrix.

FIG. 122. MAII-MS of Lys (SB) and Ang I (SF) with
1,4-dihydroxy-2,6-dimethoxybenzene matrix.

FIG. 123. MAII-MS of Ubi (SB) and Ang I (SF) with
2,4-dihydroxybenzaldehyde matrix.

FIG. 124. MAII-MS of Ang I (SF) with cis-1,2-cyclohex-
andediol matrix.

FIG. 125. MAII-MS of Ang I (SF) with 5,5-dimethyl-2-
nitrocyclohexane-1,3-dione matrix.

FIG. 126. MAII-MS of BI (SB) with succinic acid matrix.

FIG. 127. MAII-MS of BI (SB) with fumaric acid matrix.

FIG. 128. MAII-MS of BI (SB) with mesaconic acid
matrix.

FIG. 129. MAII-MS of BI (SB) with 2,4-hexadienoic acid
matrix.

FIG. 130. MAII-MS of Ang I (SF) and GD1a (SB) with
cis,cis-2,5-dimethylmuconic acid matrix.

FIG. 131. MAII-MS of Ang I (SF) with trans,trans-mu-
conic acid matrix.

FIG.132. MAII-MS and LSII-MS of BI (SB) with methyl-
4-ox0-2-pentenoate matrix.

FIG. 133. MAII-MS of BI (SB) with N-methylmaleamic
acid matrix.

FIG. 134. MAII-MS of Ubi (SB) with 4,4'-azobis(4-cy-
anovaleric acid) matrix.

FIGS. 135-138 provide matrix compositions and equip-
ment configurations that can be used with the systems and
methods disclosed herein.

FIGS. 135A-135L show matrix compounds that have been
shown to produce multiply charged ions upon impact of a
force such as a laser beam when sufficient energy is provided
in combination with a pressure drop region to initiate ion
formation of the matrix/analyte association and also remove
neutral matrix from the charged matrix/analyte association by
a desolvation process. FIG. 135A shows benzoic acids; FIG.
135B shows acetophenones; FIG. 135C shows sulfonated
compounds; FIG. 135D shows nitro compounds; FIG. 135E
halogenated compounds; FIG. 135F shows cyano com-
pounds; FIG. 135G shows benzamides; FIG. 135H shows
pyridine compounds; FIG. 1351 shows phenols/alcohols;
FIG. 135] shows benzaldehydes; FIG. 135K shows non-aro-
matic rings; and FIG. 1350 shows linear compounds.

FIG. 136 particularly shows a schematic of an intermediate
pressure source for producing multiply charged LSI ions
showing laser ablation of a matrix/analyte association in
either transmission or reflective geometry.

FIG. 137 shows a high vacuum source for production of
LSI ions.

FIG. 138 shows another representation of a vacuum ion
source useful for producing multiply charged ions by laser-
spray ionization.

DETAILED DESCRIPTION

LSI is similar to MALDI in that laser ablation of a solid
state matrix (e.g. 2,5-DHAP) initiates the ionization process.
However, unlike MALDI, LSI produces ions from certain
matrixes without the necessity for laser wavelength absorp-
tion. Moreover, in LSI higher laser energy can be employed
than is common with MALDI, often allowing acquisition of
peptide and protein mass spectra from a single laser shot with
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charge state ion abundances similar to ESI. These character-
istics of LSI make it compatible with rapid analyses and
powerful fragmentation techniques such as ETD.

Differences between LSI and ESI are that ESI produces
MCIs from a solution state employing high voltage whereas
LSI produces MClIs from a solid state in the presence of a
matrix by laser ablation without applied voltage. Embodi-
ments disclosed herein provide systems and methods of uti-
lizing commercial MALDI mass spectrometer ion sources at
IP or HV. Ionization to produce these MCIs under the lower
pressure conditions of IP or HV does not require specific
heating or a special inlet ion transfer region. Instead, similar
charge states of peptides and small proteins are produced
compared to LSI at AP and/or MAII by providing a pressure
drop region with a suitable matrix and laser energy.

In LSII, a higher temperature in the ion transfer region is
required for ionization of proteins and for formation of mul-
tiply charged negative ions relative to the heat required for
peptides in the positive ion mode. Accordingly, LSII is LSI
where a inlet tube is used to transfer ions from AP to vacuum.
Ionization occurs in the AP to vacuum region by the assis-
tance of both thermal energy and vacuum (pressure drop).

LSIV is LSI where no inlet tube is used to transfer ions
from AP to vacuum. LSIV includes use of IP and HV mass
spectrometers. With IP mass spectrometers it is believed that
ionization occurs in the IP to vacuum region by the assistance
of both thermal energy (provided by the laser impact) and
vacuum (pressure drop from IP to HV. HV LSIV does not
produce the ultimate high charge states observed at AP and
IP; however, SCls are also not observed so the process is not
MALDI.

MAII is LSI without the use of a laser. Pressure drop is
thought to cause the ionization observed with this method.

SAll uses a solution state employing common solvents and
mixtures thereof. It is a liquid introductory method of MAII.
Because it is from solution it can be combined with liquid
chromatography separation methods. There is also nanoSAII
which uses nano flow rates to introduce solution in to which
the analyte is dissolved.

MAIIL, LSII and LSIV operate from the solid state using
organic matrixes. Matrixes are generally powders, although
can also be liquids. The matrix materials are dissolved and
combined with the analyte in solution or directly on the
sample holder. More than one matrix composition can be used
with an analyte to enhance the performance of each pure
compound in one or more aspects.

The organic matrix can have high to poor solubility in
solution and can, but does not need to absorb energy at the
particular wavelength of a laser used to ablate the material
(when a laser is utilized as the force to trigger exchange of
charge between the matrix and analyte). The matrix/analyte
can be loaded onto a sample plate as a solvent-based solution
or as a solvent-free pure matrix/analyte association, binary
matrix/analyte association, tertiary matrix/analyte associa-
tion, etc. So long as the matrix/analyte association includes
properties so that when a force is applied to it and it experi-
ences a drop in pressure, multiply charged ions are produced.
Heat can facilitate the production of multiply charged ions.

In case of MAII, SAII, and LSII (all forms of inlet ioniza-
tion) the ion abundance of the multiply charged ions is
increased when heat to, for example, 450° C. is applied. This
provides the opportunity to make use of many more matrixes.
In other words if one supplies sufficient thermal energy one
can convert many organic compounds to useful matrixes.
Thus, it is speculated that if an inlet could be heated to >450°
C., there would likely be an increase in ion abundance of
analytes even further.
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As used herein AP is around 760 Torr. IP is from around
0.01 mTorr up to about AP. HV is any pressure below 0.01
mTorr. In particular embodiments, the IP zone is from 107>
Torr to 200 Torr. In other particular embodiments, the gas
phase comprises a high vacuum zone with a pressure from
107° Torr to 107> Torr.

Producing multiply charged peptide and protein ions
brings important advantages to surface analysis. Besides
extending the mass range of mass spectrometers with limited
m/z range typically found with AP ionization instruments,
ETD fragment ion studies can be used for improved charac-
terization. Embodiments disclosed herein demonstrate sig-
nificant and unexpected gas-phase separation of mixture
compositions in the IMS dimension of a commercial IMS-
MS instrument without the use of any solvents made possible
by the efficient production of MCls.

The equipment used in embodiments disclosed herein
comprises three parts: the source, the analyzer and the detec-
tor. Embodiments disclosed herein can utilize any mass spec-
trometer that operates or can be modified to operate at IP or
HV in the source or in the analyzer.

Without being bound by theory, it is believed that the
passageway between the point of laser ablation and the HV of
the mass analyzer with LSIV is where the production of
charged matrix/analyte clusters and droplets occurs. Accord-
ingly, the passageway becomes by definition a source. This is
in contrast to the passageway of AP-MALDI where it is
believed that the ions are formed very near (within 25
microns) of the matrix/analyte surface by the photon energy
from a laser and transported to the mass analyzer. In LSIV the
laser is a convenient way to ablate the matrix/analyte sample
and transfer the ablated material into the passageway to
charge the matrix/analyte clusters/droplets. The matrix/ana-
lyte is ablated by the laser and receives energy therefrom. This
energy residing in the matrix/analyte association along with a
drop in pressure from the high pressure ablation plume to the
vacuum of the mass analyzer provides the necessary condi-
tions for producing charged matrix/analyte associations. For
formation of the “bare” MCls the matrix must be removed
from the charged matrix/analyte association. This can be
enhanced in a number of ways. Use of a volatile matrix
material such as 2,5-DHAP that absorbs at the laser wave-
length can evaporate matrix from only the receipt of energy
from the laser beam after the formation of small charged
matrix/analyte associations. Collisions of the charged matrix/
analyte associations with a surface or with gas molecules can
enhance loss of matrix and formation of bare MCls. Supply-
ing energy, in the form of heat or other means such as a
quadrupole field in the presence of a background gas can
enhance loss of neutral matrix and formation of MClIs. The
“bare” MClIs. Thus, the motion of the charged cluster droplets
in such a field in the presence of a gas can also remove matrix
molecules.

Vacuum pumps bring the analyzer eventually to HV. In this
instance there is a significant pressure drop that the matrix/
analyte clusters pass through. In this scenario, ions can be
formed as late as in the analyzer which is less desirable for
commercial use. Incorporation of chambers (with gas type
and pressure changes) and obstacles for collisions with sur-
faces in the source region desolvates matrix/analyte clusters
and produces MCls. Commercial MALDI sources mounted
to the analyzer are available for, without limitation, e.g.,
Waters (SYNAPT G2) and Thermo (LTQ, Orbitrap).

Using 2-NPG matrix at AP, bovine serum albumin (BSA),
~66 kDa, is the highest molecular weight observed with
(LSID) and without the use of a laser (MAII) providing 67
charges at as little as 200° C. supplied to the inlet of the mass
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spectrometer. Using 2-NPG matrix, carbonic anhydrase
(CA), ~29 kDa, is the highest molecular weight protein
observed with the systems and methods disclosed herein to
date. For example the SYNAPT G2 has a mass range limita-
tion of 8000 while CA has a molecular weight of 29 kDa.
Accordingly, embodiments disclosed herein make higher
molecular weight compounds observable by high perfor-
mance instruments such as the SYNAPT G2, Orbitrap
(Thermo Fisher Scientific, Waltham, Mass.) and Fourier
Transform-Ion Cyclotron Resonance (FT-ICR) mass spec-
trometers. High performance mass spectrometers commonly
operate in a mass range up to 2000 or 4000.

While not always required at IP or HV improving desol-
vation of the matrix and analyte to extend the mass range
(>ubiquitin 8.5 kDa) can be achieved by thermal energy and/
or gas (helium gas transfers heat particularly well). Radiative
heat can also aid desolvation. Radiative heat would be ben-
eficial because it can be easily used with existing technology
in place such as the hexapole. Accordingly, while thermal
energy is not required in the LSIV systems using the matrix
compounds disclosed herein (including 2,5-DHAP) its use
can improve sensitivity and extend the types of compounds
that produce MCls. For example, in LSII, introducing thermal
energy in the pressure drop region allowed proteins with
molecular weights as high as 66 kDa (bovine serum albumin)
to be detected as MCls (charge states to +67) and without the
use of a laser (MAID).

Heat applied to the commercial ion transfer capillary is
available with the IonMax sources of Orbitrap and LTQ
Thermo Fisher Scientific instruments. Instrumentation lack-
ing the heated capillary AP to vacuum zone can be retrofitted
to perform LSII by mounting a homebuilt device on the
sample cone of the ion entrance orifice of the mass spectrom-
eter that can be independently heated. For example, tubing,
such as copper tubing (Y4 in. 0.d., Yisin.1.d., X 1in. L) can be
coated with a layer of cement (e.g. Sauereisen cement; Inso-
Iute Adhesive Cement Powder no. P1) wrapped with 24 gauge
nichrome wire (Science Kit and Boreal Labs, Tonawanda,
N.Y.) and finally coated with another layer of cement. One
end of the tubing can be sanded to fit the device in use. Both
ends of the coiled nichrome wire can be connected with, for
example, alligator clips, to the insulated copper wire from a
variac (Powerstat Variable Transformer Type 116).

The passageway from the AP-MALDI source to the ion
optics and mass analyzer/detector can be an ion sampling
orifice, capillary or the like. The term “passageway” as used
herein, means any form whatsoever that operates successfully
within the context of the disclosed embodiments. It is pos-
sible that the passageway can be of such short length relative
to the opening diameter that it may be called an orifice. Other
transport guides including tube(s), multiple ion guide(s),
skimmer(s), lense(s) or combinations thereof which are or
may come to be used can operate successfully within the
scope of the embodiments disclosed herein.

Asisunderstood by one of ordinary skill in the art, MALDI
can produce a small number of doubly charged ions of small
proteins/large peptides. If the molecule becomes larger, there
can even be triply charged ions in low abundance. The singly
charged parent ion, however, is usually the most abundant ion
in MALDI, with the exception of some very large molecules
(>30,000 MW) where the doubly or even triply charged ions
become abundant with certain matrix compounds absorbing
at the laser wavelength of the matrix.

Low abundance MClIs have been observed at AP using an
IR laser and a matrix absorbing at the laser wavelength. This
type of “MCIs” does not reflect the multiple or highly charged
ions of embodiments disclosed herein achieved with LSIV.
Instead, embodiments disclosed herein, and as demonstrated
in the Examples and FIGs, provide high abundance ions with
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charge states resembling the charge states of ESI. That is,
when those of ordinary skill in the art refer to EST and MCls,
they associate this terminology with high abundance of
MCIs. In contrast, when one of ordinary skill in the art refers
to MALDI and MClIs, they associate the wording with low
abundance of moderately charged ions. While both termi-
nologies can be used within the context of ESI, LSI (at AP and
vacuum) and/or MALDI, embodiments disclosed herein are
best described by reference to highly abundant MClIs. In fact
one might argue that peptides (small systems) cannot be
highly charged because these peptides can only support two
or so charges. Accordingly, within the context of the present
disclosure, embodiments disclosed herein referred to as
“multiply charged” are also highly charged for the respective
system (i.e. particular lipid, protein or peptide) and in high
abundance. Thus, for example, a peptide of molecular weight
of 1200 might be expected to be singly charged in MALDI
and predominately doubly or even triply charged in LSIV,
whereas a peptide of molecular weight 5000 in MAL DI is still
predominately singly charged with low abundant doubly
charged ions, but in LLSIV this peptide would be expected to
have +4 and +5 charge state ions as the most abundant ions
and little or no singly charged ions (SClIs).

As used herein, “matrix” refers to any molecule having the
ability to transfer or receive charges from the analyte. Absorp-
tion at the wavelength of the laser is not a requirement. Matrix
compositions disclosed herein may include a compound rep-
resented by a formula:

®RYy
X/(\>”\Cy/

and salts thereof;

wherein Cy is a carbocyclic or heterocyclic ring or ring sys-
tem;

nis0to 5;

mis Oto 5;

X is OH, NH,, NO, or CN;

each R! is independently H, or an atom or moiety having a
molecular weight (e.g. the sum of the atomic masses of the
atoms of the substituent) of 15 g/mol to 50 g/mol, 15 g/molto
100 g/mol, 15 g/mol to 150 g/mol, 15 g/mol to 200 g/mol, 15
g/mol to 300 g/mol, or 15 g/mol to 500 g/mol, or when two R*
are taken together they can forma 3,4, 5, 6, 7 or 8-membered
ring optionally substituted with 1 to 4 R*; and each R? and
each R? is independently selected from H, OH, NH,, NO,,
lower alkyl, phenyl, alkenyl, alkynyl, alkoxy, or heteroalkyl.

For convenience, the term “molecular weight” is used with
respect to a moiety, atom, or part of a molecule to indicate the
mass of the atom, or sum of the atomic masses of the atoms in
the moiety or part of'a molecule, even though it may not be a
complete molecule.

In another embodiments, matrix compositions disclosed
herein include optionally substituted phenyl, such as those
depicted in FIGS. 135A-135L as well as those having the
formula

®Yy—

Va

and salts thereof;

each R! is independently selected from H, lower alkyl, aryl,
alkenyl, alkynyl, alkylaryl, arylalkyl, alkoxy, aryloxy, aryla-
lkoxy, alkoxyalkylaryl, alkylamino, aminoalkyl, dialky-
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lamino, arylamino, aminoaryl, heteroalkyl, nitroalkenyl,
NH,, NR*R?, OH, OR?, CN, NO,, OCF,, CF,, Br, Cl, F,
1-amidino, 2-amidino, alkylcarbonyl, SR?, SOR?, SO,R?,
COsz, COR?, CONR?R?, or CSNR>R?, or when two R" are
taken together they can form a phenyl or phenyl substituted
with 1 to 4 R'; and

each R? and each R? is independently selected from H, OH,
NH,, NO,, lower alkyl, phenyl, alkenyl, alkynyl, alkoxy, or
heteroalkyl.

In another embodiment, matrix compositions disclosed
herein have the formula

and salts thereof;

wherein each R' is independently selected from H, lower
alkyl, NH,, NR?R?, OH, OR? NO,, F, Cl, Br, CN, SOR?,
SO,R?, CO,R?, COR? or CONR?R?, or when two R' are
taken together they can form a phenyl or phenyl substituted
with 1 to 4 R'; and

each R?and each R? is independently selected from H, OH, or
lower alkyl.

In another embodiment, matrix compositions disclosed
herein have a structure selected from
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-continued
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-continued

NO, OH
H,N” : HO” : :c1
o

H
al OH <l
HO: : :c1
, Cl ,
C
cl al
HO: : :OH,

N
o NH, H,N 0
CN
OH OH
o)
H;C
CN

>

OH

OH OH
/©/CH3 /@\
HO , HO OH,

OH

OH

H;CO. i _OCH; NO,
OH 5 s
O
X
HO OH
O/\\ OH
ON
, and OH )

In another embodiment, matrix compositions disclosed
herein are optionally substituted heteroaromatic compounds,
such as optionally substituted pyrindine represented by a
formula:



US 9,177,773 B2

and salts thereof;
mis O to 4;

each R! is independently selected from H, lower alkyl, aryl,
alkenyl, alkynyl, alkylaryl, arylalkyl, alkoxy, aryloxy, aryla-
lkoxy, alkoxyalkylaryl, alkylamino, aminoalkyl, dialky-
lamino, arylamino, aminoaryl, heteroalkyl, nitroalkenyl,
NH,, NR*R?, OH, OR?, CN, NO,, OCF;,, CF,, Br, Cl, F,
1-amidino, 2-amidino, alkylcarbonyl, SR?, SOR?, SO,R?,
CO,R? COR?, CONR?R?, or CSNR?R?, or when two R* are
taken together they can form a phenyl or phenyl substituted
with 1 to 4 R'; and

each R? and each R? is independently selected from H, OH,
NH,, NO,, lower alkyl, phenyl, alkenyl, alkynyl, alkoxy, or
heteroalkyl.

In another embodiment, matrix compositions disclosed
herein have the formula

X

/__\

Ry /

and salts thereof;

wherein each R' is independently selected from H, lower
alkyl, NH,, NR?R?, OH, OR?, NO,, SOR?, SO,R?, CO,R?,
COR? or CONR?R?, or when two R' are taken together they
can form a phenyl or phenyl substituted with 1 to 4 R'; and

each R?and each R? is independently selected from H, OH, or
lower alkyl.

In another embodiment, matrix compositions disclosed
herein have a structure selected from

O,
SN
D -
7
NO,
N S
| A s

In another embodiment, matrix compositions disclosed
herein are optionally substituted cycloalkyl compounds, such
as optionally substituted cyclohexyl represented by a for-
mula:
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and salts thereof;
Y and Z are independently CR“R” or C=0;
each R* is independently selected from H, lower alkyl, aryl,
alkenyl, alkynyl, alkylaryl, arylalkyl, alkoxy, aryloxy, aryla-
lkoxy, alkoxyalkylaryl, alkylamino, aminoalkyl, dialky-
lamino, arylamino, aminoaryl, heteroalkyl, nitroalkenyl,
NH,, NR*R?, OH, OR?, CN, NO,, OCF,, CF,, Br, Cl, F,
1-amidino, 2-amidino, alkylcarbonyl, SR*, SOR? SO,R?,
COsz, COR?, CONR?R?, or CSNR>R?, or when two R' are
taken together they can form a phenyl or phenyl substituted
with 1 to 4 R*; each R“ and each R” is independently selected
from H, lower alkyl, aryl, alkenyl, alkynyl, alkylaryl, aryla-
lkyl, alkoxy, aryloxy, arylalkoxy, alkoxyalkylaryl, alky-
lamino, aminoalkyl, dialkylamino, arylamino, aminoaryl,
heteroalkyl, nitroalkenyl, NH,, NR*R?, OH, OR?, CN, NO,,
OCF;, CF;, Br, Cl, F, 1-amidino, 2-amidino, alkylcarbonyl,
SR?, SOR?, SO,R?, CO,R? COR? CONRZR?, or CSNR*R?;
and
each R? and each R? is independently selected from H, OH,
NH,, NO,, lower alkyl, phenyl, alkenyl, alkynyl, alkoxy, or
heteroalkyl.

In another embodiment, matrix compositions disclosed
herein have the formula

X
v |\z
<R1>m—'\)
and salts thereof;

wherein each R* is independently selected from H, lower
alkyl, NH,, NR?R?, OH, OR?, NO,, SOR?, SO,R?, CO,R?,
COR? or CONR?R?, or when two R" are taken together they
can form a phenyl or phenyl substituted with 1 to 4 R'; and
each R?and each R? is independently selected from H, OH, or
lower alkyl.

In another embodiment, matrix compositions disclosed
herein have a structure selected from

oH
oH
OH i
OH
oH
OH
NO,
0
O, 0
NO,
> , and
OH

In another embodiment, matrix compositions disclosed
herein have the formula

OH
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and cis-trans isomers and salts thereof;,

wherein X' and X are each independently selected from H,
—0, =S, OH, NH,, NO, or lower alkyl;

a dashed line represents the presence or absence of a double
bond; R*, R®, and R® are independently selected from H,
lower alkyl, alkenyl, alkynyl, alkoxy, alkylamino, ami-
noalkyl, dialkylamino, heteroalkyl, NH,, NR’R®, OH, OR’,
CN, NO,, OCFj;, CF;, Br, CL, F, 1-amidino, 2-amidino, alky-
Icarbonyl, SR”, SORT, SO,R”, CO,R”, COR”, CONRR® or
CSNR’R?; and

each R” and each R® are each independently selected from H,
OH, NH,, NO,, lower alkyl, alkenyl, alkynyl, alkoxy, or
heteroalkyl.

In another embodiment, matrix compositions disclosed
herein have the formula

RS

and salts thereof;

wherein R* and R° are each independently selected from OR”,
OH, or lower alkyl.

In another embodiment, matrix compositions disclosed
herein have a structure selected from

0
HO\’(\)‘\OH HONOH
0
0
HONOCH; )‘\(\’(
H3CONOCH3 \’(\)‘\

H3CO HO
OCH3 OH
\ \ \”)\)‘\OCHs

OCH;
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-continued

>

\’(\)‘\OCHs \’MOCHS
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Woem.

In another embodiment, matrix compositions disclosed
herein have the formula

15
20

25
and salts thereof;

wherein X> and X* are each independently selected from H,
—O0, =S8, OH, NH,, NO, or lower alkyl;

30 a dashed line represents the presence or absence of a double
bond; R® and R*® are each independently selected from H,
lower alkyl, alkenyl, alkynyl, alkoxy, alkylamino, ami-
noalkyl, dialkylamino, heteroalkyl, NH,, NR''R'?, OH,
OR', CN,NO,, OCF,, CF,, Br, C1, F, 1-amidino, 2-amidino,

35 alkylcarbonyl, SR'!, SOR'!, SO,R'!, CO,R'!, COR',

CONR!MR!2, or CSNR''R'?; and

R and R'? are each independently selected from H, OH,

NH,, NO,, lower alkyl, alkenyl, alkynyl, alkoxy, or het-

eroalkyl.

In another embodiment, matrix compositions disclosed
herein have the formula

45
RQURIO

50 and salts thereof;

40

wherein R® and R'° are each independently selected from
OR'!, OH, NH,, NH,CH, or lower alkyl.

In another embodiment, matrix compositions disclosed

55 herein have a structure selected from

HN OH,

65
In another embodiment, matrix compositions disclosed
herein have the formula



US 9,177,773 B2

and cis-trans isomers and salts thereof;
wherein X' and X are each independently selected from H,
—0, =S, OH, NH,, NO, or lower alkyl;
a dashed line represents the presence or absence of a double
bond;
R* R’ RS R', R' and R'® is independently selected from
H, lower alkyl, alkenyl, alkynyl, alkoxy, alkylamino, ami-
noalkyl, dialkylamino, heteroalkyl, NH,, NR”R®, OH, OR’,
CN, NO,, OCFj;, CF;, Br, CL, F, 1-amidino, 2-amidino, alky-
Icarbonyl, SR7, SOR’, SO,R’, CO,R”, COR’, CONR'R® or
CSNR’R?; and
each R” and each R® are each independently selected from H,
OH, NH,, NO,, lower alkyl, alkenyl, alkynyl, alkoxy, or
heteroalkyl.

In another embodiment, matrix compositions disclosed
herein have a structure selected from

OH,

HO

In another embodiment, matrix compositions disclosed
herein have the formula

x2

R* R®

and salts thereof;
wherein X' and X are each independently selected from H,
—0, =S, OH, NH,, NO, or lower alkyl;
R* R®, and RS are independently selected from H, lower
alkyl, alkenyl, alkynyl, alkoxy, alkylamino, aminoalkyl,
dialkylamino, heteroalkyl, NH,, NR’R®, OH, OR”, CN, NO,,
OCF;, CF;, Br, Cl, F, 1-amidino, 2-amidino, alkylcarbonyl,
SR7, SORT, SO,R”, CO,R7, COR”, CONR’R® or CSNRR?;
and
each R” and each R® are each independently selected from H,
OH, NH,, NO,, lower alkyl, alkenyl, alkynyl, alkoxy, or
heteroalkyl.

In another embodiment, matrix compositions disclosed
herein have a structure
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With respect to any relevant formula above, in some
embodiments, any of R%, R?, R', R?, R*, R*, R>, R®, R”, R¥,
R%, R'°,R!', R*?, R R, or R*® may Re, C,_4alkenyl, C,
alkynyl, NH,, NR°R%, OH, OR¢, CN, NO,, OCF;, CF,, Br,
Cl, F, SR, SOR¢, SO,R?, CO,Re, COR?, CONR“R¥ or CSN-
R°R?, wherein R¢ and R? may independently be H; lower
alkyl, including: linear or branched alkyl having a formula
C,H,.,, orcycloalkyl having a formula C,H, ,, wherein a is
1,2,3,4,5, or 6, such as linear or branched alkyl of a formula:
CH,;, C,Hs, C;H,, C, Hy, CsH, |, CH, 5, etc., or cycloalkyl of
a formula: C;H,, C,H,, C;H,, C,H, |, etc.

One matrix composition disclosed herein, 2-NPG, pro-
duces highly-charged ions under AP and IP LSI conditions,
and also produces highly-charged ions in MS at HV condi-
tions commonly used in MALDI MS.

A second matrix composition, disclosed herein, 4,6-
DNPG, produces abundant multiply-charged ions at elevated
inlet temperature and AP.

As non-limiting examples, ultraviolet (UV), (electronic),
visible (VIS), infrared (IR) (vibrational and/or rotational), or
center punch (shockwave) or combinations thereof can be
used to generate transfer or receipt of charges.

FIGS. 135A-135L show matrix compounds that have been
shown to produce multiply charged ions upon impact of a
force such as a laser beam when sufficient energy is provided
in combination with a pressure drop region to initiate ion
formation of the matrix/analyte association and also remove
neutral matrix from the charged matrix/analyte association by
a desolvation process.

FIGS. 136-138 demonstrate equipment configurations that
can be used with the systems and methods disclosed herein. In
FIGS. 136-138, an ionization method comprising a laser with
a laser beam that intersects a matrix/analyte association
deposited on a plate which may be opaque or transparent to
the laser beam, the plate being under vacuum so that ablation
of the matrix/analyte association produces particles or drop-
lets that are heated by absorption of the laser energy and
traverse from the higher pressure region near the matrix sur-
face to the lower pressure region of the mass analyzer pro-
ducing ions with multiple charges that are mass analyzed in a
mass spectrometer are shown. The matrix is capable of both
producing the initial ionization in the pressure drop region
and loss of matrix by evaporation before mass analysis by the
mass spectrometer. Heat or other energy may be supplied in
the pressure drop region to facilitate evaporation of the matrix
and production of multiply charged ions for mass analysis.

FIG. 136 particularly shows a schematic of an intermediate
pressure source for producing multiply charged LSI ions
showing laser ablation of a matrix/analyte association in
either transmission or reflective geometry. Matrix/analyte is
ablated from the surface in a plume of vaporized matrix that
produces an initial high pressure region, but dispersion of the
matrix and matrix/analyte association from the surface rap-
idly reduces the pressure. The matrix/analyte heated by the
energy from the absorbed laser beam traveling through the
pressure drop region produces charged matrix/analyte drop-
lets, possibly by a statistical fracturing process. An LSI
matrix not only allows formation of the charged droplets but
desolvation of the matrix to produce the “bare” analyte ions.
As shown in the figure, desolvation can occur far downstream
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from the ablation process. Radiofrequency fields or heat in
the downfield region can aid desolvation of matrix and pro-
duction of “bare” ions.

FIG. 137 shows a high vacuum source for production of
LSI ions. In this figure the laser ablates in transmission or
reflective geometry. A gas is added to facilitate desolvation of
neutral matrix molecules from the charged matrix/analyte
association ablated from the surface. The added gas facilitates
evaporation/sublimation of neutral matrix in a radiofre-
quency field or the convective transfer of heat to release the
“bare” analyte ions. Alternatively, but not shown, the charge
matrix/analyte clusters can be made to collide with a surface
to facilitate removal of the neutral matrix producing the
“bare” analyte ions.

FIG. 138 shows another representation of a vacuum ion
source useful for producing multiply charged ions by laser-
spray ionization. This source is similar to that in FIG. 137
except that it is suitable for intermediate pressure laserspray
ionization. In LSI-MS, the laser beam preferentially pen-
etrates the tissue in transmission geometry (TG) relative to
the ion entrance orifice of the mass spectrometer. Operating
the laser in TG is not a requirement but is favorable over
reflective geometry for simplicity of alignment, reproducibil-
ity, speed of acquisition, and high spatial resolution. F1IG. 138
provides an especially beneficial equipment configuration for
use with LSIV. FIGS. 136 and 137 depict vacuum MALDI
sources for LSI. FIG. 138 depicts an [P MALDI source for
LSIL

The effect of laser energy on the formation of MClIs is
notable for many of the matrixes. It is believed that suitable
lasers include UV, VIS, and IR lasers such as nitrogen lasers,
CO, lasers, Er-YAG lasers, Nd-YAG, Er-YILF, Er-YSGG and
the like. Typical laser energies which are useful in LSIV
analysis of biopolymers include 0.1-1.0 Joules cm™>. Typical
laser wavelengths are 200-800 nm (UV-VIS wavelengths)
and 1.0-12 um (IR wavelengths), and in particular embodi-
ments, 1.44 um. IR laser application to tissue may prove
especially beneficial in the embodiments disclosed herein
because IR lasers may better tolerate the presence of salts.

In summary, LSIV produces a high number of MClIs using
a laser ablation process and offers the potential of high sen-
sitivity. The production of MCIs provides astonishing gas-
phase separation of mixture compositions in the IMS dimen-
sion without the use of any solvents when ablated from the
solid state directly form a surface. Producing multiply
charged peptide and protein ions from a laser ablation process
also provides important advantages for surface analysis. In
addition to extending the mass range of mass spectrometers
with limited m/z range, typically found with AP ionization
instruments, advanced fragmentation methods such as ETD
can be implemented providing improved characterization.

Whereas particular embodiments disclosed herein utilize a
laser to produce heat for the matrix/analyte droplets to
undergo a fracturing process to produce highly charged clus-
ters and improve sensitivity, other heat sources can also be
used. For example, this heat can come from, without limita-
tion, convective heating or irradiative heating. Additionally or
alternatively, gas in a radiofrequency region could be used to
cause the clusters to undergo collisions leading to desolvation
and production of naked multiply charged analyte ions. While
any appropriate gas can be used, helium is preferred. Frac-
turing processes assist in the production of multiply charged
analyte ions. This can be for example achieved by having the
matrix/analyte droplet guided in a z-spray (Waters), oft cen-
ter/axis (Waters, Thermo), s-lense (Thermo) or against a pole
(Thermo), means similar to what has been used in the past for
removing undesired clusters.
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The practical utility of LSIV in combination with IMS-MS
is demonstrated by the analysis of model mixtures composed
of a lipid, peptides, and a protein. Further, endogenous mul-
tiply charged peptides are observed directly from delipified
mouse brain tissue with drift time distributions that are nearly
identical in appearance to those obtained from a synthesized
neuropeptide standard analyzed by either LSI or ESI IMS-
MS at AP. Efficient solvent-free gas-phase separation enabled
by the IMS dimension separates the multiply charged pep-
tides from lipids that remained on the tissue. Lipid and pep-
tide families are exceptionally well separated because of the
ability of LSIV to produce multiply charging.
The following examples provide non-limiting examples of
embodiments described herein.

EXAMPLES

A number of parameters were explored for their influence
to provide multiply charged peptide and protein ions with
high abundance and good reproducibility. These parameters
included the sample support (glass or metal), matrix com-
pounds, solvent (methanol (MeOH), water, acetonitrile
(ACN), acidified conditions and combinations therein), laser
energy (relative values with settings of low 50 to high 500 on
instrument settings), and pressure (IP and HV MALDI instru-
ments). The following general materials and methods were
used unless noted elsewhere herein.

Materials

2,5-DHAP (97% purity) and the solvents, ACN, MeOH,
trifluoroacetic acid (TFA), and acetic acid were obtained from
Fisher Scientific Inc. (Pittsburgh, Pa.). 2,5-DHB (98%
purity), ACTH (MW 2465), BI (from bovine pancreas (MW
5731)), SM (from chicken egg yolk (MW 703)), lysozyme,
cytochrome C, angiotensin II, ubiquitin (from bovine eryth-
rocytes), carbonic anhydrase (CA) and bovine serum albumin
(BSA), PEG and PEGDME, all matrixes were obtained from
Sigma Aldrich Inc. (St. Louis, Mo.). Ang I (MW 1295) was
obtained from American Peptide Co. (Sunnyvale, Calif.).
GFP (MW 1569) and CHCA (97% purity) were provided by
Waters Co. (Manchester, England). Synthesized N-acetylated
terminal fragment of MBP (N-acyl fragment (MW 1833))
was obtained from Anaspec (Fremont, Calif.). Other assessed
compounds were obtained from Avantis.

Analyte solutions were prepared individually in 50:50
ACN/water, 50:50 ACN/water with 0.1% TFA (Ang I,
ACTH), 50:50 MeOH/water with 1% acetic acid (Ang I, GFP,
BI), 50:50: ACN:water with 0.1% FA (N-acyl MBP fragment)
and 49:49:2 ACN:water:acetic acid (ubiquitin).

The matrix solutions were prepared saturated as 20 mg
2,5-DHB in 100 pL of 50:50 ACN:water with 0.1% TFA; 10
mg CHCA in 2 mI. MeOH:ACN; or 5 mg 2,5-DHAP in 300
ul 50:50 ACN:water.

The matrix/analyte mixtures were prepared in 1:1 volume
ratios to make the final concentration of the analyte 1 pmol
uL~! before deposition on target plates. One uL of the matrix/
analyte mixture was used and deposited on metal and glass
plates using the dried droplet method. In the dried droplet
method includes placing a drop of matrix/analyte solution
onto a sample plate and blowing it dry with warm air. The
model mixture described herein included 1 pmol Ang I, 2
pmol GFP, 2 pmol Bl and 2 pmol SM. The model mixture was
prepared in 50:50 MeOH:water with 1% acetic acid.

For the tissue sample analyses, an aged delipified tissue
slice was spotted with 0.2 pLL of the 2,5-DHAP matrix solu-
tion and allowed to air dry prior to analysis.
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LSIV-IMS-MS Methods & Settings

An IMS-MS SYNAPT G2 (Waters Corporation) mass
spectrometer instrument with a MALDI source operating
with a Nd:YAG laser (355 nm; FIGS. 21-29) was used. The
instrument was operated using sensitivity and positive and
negative ion modes. Sensitivity mode settings were OV for the
sample plate, 10 V extraction, 10 V hexapole bias and 5 V
aperture 0. Decreasing the laser power and minimizing volt-
age favors LSIV ions. Providing the least energy to the
matrix/analyte during ionization increase the ion abundance
of highly charged LSIV ions. ESI like settings increases the
ion formation and transmission through the mass spectrom-
eter including the IMS and TOF as well as ion detection. The
laser energy ranged from 50 (low) to 500 (high; according to
the manufacturer’s settings) at a firing rate set at 200 Hz.
Acquisitions were obtained from 1 to 2 minutes with a scan
time set at 1 second. Once loaded the sample plate was under
vacuum conditions of 0.211 mbar. The pressure in the drift
cell was 3.23 mbar. The wave velocity used ranges from
550-650 m s~* and the wave height was at 40 V. The data was
processed using DriftScope version 2.1 (Waters Corp.,
Manchester, UK) to extract and display two-dimensional
(2-D) plot of drift time versus m/z ratios.

MALDI-TOF-MS Methods & Settings

A MALDI-TOF Ultraflex, Ultraflextreme, and Autoflex
Speed mass spectrometer (Bruker, Bremen, Germany)
equipped with a nitrogen laser (337 nm) was used to acquire
mass spectrum of the same analyte/mixtures described above.
The mass spectra were acquired using the reflectron positive-
ion mode with a reflectron voltage of 20.30 kV and an ion
source lens voltage of 8.85 kV. The laser repetition rate was
set at 20 Hz and increments of 20 laser shots were used to
acquire the mass spectrum with a total of 100 shots. The laser
attenuation was set at 45%, 55% and 70% (highest; according
to the manufacturer’s settings) for MALDI and LSIV matrix
compounds, e.g., CHCA and 2,5-DHB as well as 2,5-DHAP,
2-NPG, and 4,6-DNPG, respectively. Flex Analysis software
was used to process the data and obtain the mass spectrum.
MALDI- and Nano-ESI-IMS-MS for Comparison with LSI
at IP (LSIV) and AP (LSII)

ESI was set in mobility-TOF mode using positive ion sen-
sitivity mode. A 1 pmol pL.=" solution of MBP in 50:50 ACN/
water with 0.1% TFA was infused at a flow rate of 1 uL min™'.
The capillary voltage was set at 3 kV, sampling cone at 50V,
and extraction cone at 4.4 V. Desolvation gas flow was at 500
L h~! and at a temperature of 150° C. For LSII, the lockspray
motor was removed from the nanolockspray ion source hous-
ing and a copper tube desolvation device was mounted on the
ion-inlet skimmer of the Waters Z-spray source which was
heated to 150° C. as described in Inutan & Trimpin, J. Am.
Soc. Mass. Spectrom. 2010, 21, 1260-1264 and Inutan &
Trimpin, J. Proteome Res. 9:6077-6081, 2010 both of which
are incorporated by reference herein for their teachings
regarding the same. Particularly, the sanded end of a home-
made heating device such as that described above can be fit
through the cover desolvation device (cone gas nozzle) and
over the end of the ion entrance skimmer (sample cone). The
copper tube can be held to the cone gas nozzle with cement,
such as Sauereisen cement and can be heated by application
of up to 12 V from the variac.

A nitrogen laser (Spectra Physics VSL-337ND-S, Moun-
tain View, Calif.) or Nd: YAG laser (at 1064, 532,355 nm) was
aligned directly with the orifice of the skimmer of a SYNAPT
G2 (Waters) or LTQ Velos (Thermo). The LSI sample holder
with 1 ul. of matrix/analyte applied per sample was attached
to the x,y,z-stage of the ion source and placed ~2 mm in front
of the copper tube opening. The LSI sample holder was
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slowly moved through the focused laser beam using the
manual xy-direction or automated xzy-direction of the stage.
The IMS-MS data was processed using DriftScope version
2.1 (Waters Corp., Manchester, U.K) to extract and display
2-D plot of drift time (td) versus m/z ratios.

Results & Analysis

The mass spectra obtained from LSI at IP on a commercial
MALDI-IMS-MS instrument (SYNAPT G2) were nearly
identical to mass spectra obtained using ESI or LSI on the
same instrument at AP.

As is the case in LSTat AP (LSII) using reflective geometry
laser alignment, both glass and metal plates can be used with
LSIV. Particularly, FIGS. 1A-1P shows LSIV-MS mass spec-
tra of peptides and proteins: GFP (FIGS. 1A-1D), ACTH
(FIGS. 1E-1H), BI (FIGS. 1I-1L), and ubiquitin (FIGS.
1M-1P) acquired using 2,5-DHAP matrix prepared in 50:50
ACN:water using laser energy of 200 (FIGS. 1A, 1B, 1E, 1F,
11,1J,1M, and 1IN) and 500 (FIGS. 1C, 1D, 1G, 1H, 1K, 1L,
10, and 1P) on: glass plates (FIGS. 1A, 1C, 1E, 1G, 11, 1K,
1M, and 10) and metal plates (FIGS. 1B, 1D, 1F, 1H, 1J, 1L,
1N, and 1P). The glass plates provided typically higher abun-
dance of MClIs than the metal plates.

FIGS. 2A, 2B, and 2C show-LSIV-MS mass spectra of Ang
I acquired from different matrixes: (FIG. 2A) 2,5-DHAP in
50:50 ACN:water; (FIG. 2B) CHCA, and (FIG. 2C) 2,5-DHB
bothin 50:50 ACN:water with 0.1% TFA using a laser energy
of 500. The best results were obtained with 2,5-DHAP.

In LSI, the sample preparation and morphology, deter-
mined by microscopy of the crystallized matrix/analyte also
are important parameters affecting the relative abundances of
SClIs and MCIs. FIGS. 3A-3D. FIGS. 3A and 3B show pho-
tographs of the microscopy and FIGS. 3C and 3D show mass
spectrum of the matrix/analyte mixture spot of angiotensin 1
(MW 1295) with saturated 2,5-DHAP matrix (prepared in
50:50 ACN:water) on a glass plate (FIG. 3C) before ablation
and (FIG. 3D) after ablation using 200 laser energy. The
center spot (FIG. 3A) provides preferentially the multiply
charged ions shown in FIG. 3C.

FIGS. 4A and 4B. LSIV-MS mass spectra of N-acetylated
myelin basic protein fragment (MBP, MW 1833) with 2,5-
DHAP matrix acquired at intermediate pressure using the
Waters SYNAPT G2 mass spectrometry instrument. FIG.
4A) LSI settings at 0 V and low laser power and FIG. 4B)
MALDI settings at 20 V and high laser power.

FIGS. 5A-5D shows MALDI-TOF-MS mass spectra of
(FIG. 5A) Ang 1, (FIG. 5B) GFP, (FIG. 5C) ACTH and (FIG.
5D) Bl acquired under HV conditions using the same matrix/
analyte mixture used to obtain the mass of spectra of LSIV-
IMS-MS using 2,5-DHAP matrix prepared in 50:50 ACN:
water. This FIG. demonstrates that in the absence of a
pressure drop region, only SCIs are observed.

The practical utility of the ionization methods disclosed
herein are shown through analysis of a mixture composed of
a lipid (SM), peptides (Ang I, GFP) and a small protein (BI)
using LS matrix 2,5-DHAP, a glass plate sample holder, and
a laser energy of 500. For example, FIGS. 6A and 6B shows
LSIV-IMS-MS of the model mixture using a glass plate,
2,5-DHAP matrix (50:50 ACN:water), and 500 laser energy.
FIG. 6 includes: FIGS. 6B and 6D) a 2-D plot of drift time
versus m/z and extracted drift time for +4 Bl ion; and FIGS.
6A and 6C) a total mass spectrum and Inset spectrum of +4 BI
ion. FIGS. 6C and 6D show LSIV-IMS-MS of the model
mixture using a glass plate, 2,5-DHAP matrix (50:50 ACN:
water), and 500 laser energy.

FIGS. 7A-7TH shows LSIV-IMS-MS of the pure compo-
nents of the model mixture using 2,5-DHAP matrix prepared
in 50:50 ACN:water using a laser energy of 500 from glass
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(FIGS. 7A, 7C, 7E, and 7G) or metal plates (FIGS. 7B, 7D,
7F, and 7H) and FIGS. 7A and 7B) SM; FIGS. 7C and 7D)
Ang I; FIGS. 7E and 7F) GFP and FIGS. 7G and 7H) BI.
FIGS. 6 and 7 demonstrate the 2-D dataset of drift time versus
m/z separations of the LSIV-IMS-MS measurement of the
model mixture and its pure components. In the total mass
spectrum, the most abundant signal is Ang I observed with
charge state +1 and +2. The other components of the model
mixture, especially the higher charge states of the protein, are
not very noticeable because of the low signal-to-noise ratio as
compared to the higher abundant Ang 1. Because of the
exquisite sensitivity for the entire sample composition, the
IMS-MS 2-D display allows these ions to be readily visual-
ized.

SCIs of lipids and peptides fall nearly on the same diagonal
indicating little separation in the IMS dimension. However,
the charge states +1, +2, and +3 are well separated from each
other. The highly charged protein ions +4, +5, and +6 fall on
a diagonal line that is well separated from the lower charge
states +3, +2, +1. The drift times of the different components
in the sample are highly charged protein ions +6, +5, +4<mul-
tiply charged peptide and protein ions +3, +2<singly charged
matrix ions<singly charged peptide and lipid ions. The sepa-
ration trend and the insignificant separation between the SCIs
is in accord with results seen using vacuum MALDI-IMS-
MS. The extent of separation between the MCls and the SCls
is of notable analytical utility.

Extracted slices from 2-D datasets permit examining in
detail different charge-state distributions even of low-abun-
dant ions that would otherwise be difficult to extract, e.g.,
charge state +2 versus charge states +1 or +3. For example,
FIGS. 8A and 8B show-extracted drift times of the individual
components of the model mixture using 2,5-DHAP matrix
with a laser energy of 500 and metal (FIG. 8A) and glass
plates (FIG. 8B).

FIGS. 9A, 9B, and 9C. LSIV-MS mass spectra of Ang |
(FIG. 9A), BI (FIG. 9B), and ubiquitin (FIG. 9C) using 2,5-
DHAP matrix with a laser energy of 200 on a glass plate.

FIG. 10 shows LSIV-MS-MS of 2.5 pmol lysozyme (MW
14.3 kDa) with saturated 2,5-DHAP in ACN:water prepared
using the droplet method with a laser fluence of 225. The
matrix/analyte mixture was prepared in 1:1 volume ratio,
spotted with 1 uL. on a glass plate and air dried. This FIG.
demonstrates that controllable parameters on the SYNAPT
G2 (Waters Corp., Milford, Mass.) allow extension of the
mass range at IP to proteins as large as lysozyme with charge
states to +13.

FIGS. 11A and 11B. LSIV-IMS-MS of a model mixture
using 2,5-DHAP matrix on glass plate using 200 laser power:
(FIG.11A) 2-D plot of drift time vs. m/z with inset extracted
drift time of +4 of Bland +2, +1 of Ang I, and (FIG. 11B) total
mass spectrum with an inset of +4 BI distribution.

Analyses directly from mouse brain tissue using LSIV-
IMS-MS were also conducted. FIG. 12 shows LSIV-IMS-MS
of'a delipified mouse brain tissue (previously analyzed using
LSII-MS in combination with ultra-high mass resolution and
ETD enabling identification of an endogenous neuropeptide
directly from its native and complex environment; these
analysis methods are described in Inutan et al., Mol. Cell.
Proteomics, Vol. 10, Issue 2, 2011 (DOIL: 10.1074/
mcp.M110.000760) which is incorporated by reference
herein for its teachings regarding the same) using a glass
plate, 2,5-DHAP matrix (50:50 ACN:water), and a laser
energy of 500. FIG. 12 includes: FIG. 12A) a 2-D plot of drift
time versus m/z and extracted drift time for +3 ion; and FIG.
12B) a total mass spectrum and inset spectrum of +3 ion and
the ion (+2) with the largest MW 3216. This FIG. 12 demon-
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strates that the disclosed systems and methods can be used
obtain data directly from mouse brain tissue.

FIG. 13 shows extracted data from FIG. 12 including: FIG.
13A) a mass spectrum of charge state family +2 and respec-
tive inset mass spectra; Drift time distributions of charge
states +1 to +3: FIG. 13B) N-acetylated fragment of myelin
basic protein [(MBP, characterized previously by ETD], FIG.
13C) from the synthesized neuropeptide (+1, +2, and +3, MW
1833). These show the drift time distributions obtained for +1,
+2, and +3 for the N-acetylated fragment of MBP. This neu-
ropeptide was recently characterized from this same tissue
sample using an LSII-MS approach. Narrower drift time dis-
tributions are observed with increasing charge state, +1 to +3.
Indeed, the drift time distributions of the SCIs are unexpect-
edly wide, as is the case for SCIs obtained from the defined
mixture analysis for any of the peptides that showed singly
and doubly charged ions, and may indicate more than one
ionization mechanism for singly charged ion production.
Trap technology devices could enhance the abundance of
MCIs.

As stated, extracted slices from 2-D datasets permit exam-
ining in detail different charge-state distributions even of
low-abundant ions that would otherwise be difficult to
extract. Here, FIG. 14 shows extracted drift times of lipids
detected from the aged delipified mouse brain using 2,5-
DHAP matrix and LSIV-IMS-MS with a laser energy of 500.
FIGS. 15A-15] show extracted drift times of +1, +2, and +3
charged states of peptides detected from the aged delipified
mouse brain using 2,5-DHAP matrix and LSIV-IMS-MS
with a laser energy of 500. FIG. 15A) +1 charge state of
peptide a; FIG. 15B) +2 charge state of peptide a; FIG. 15C)
+1 charge state of peptide b; FIG. 15D) +2 charge state of
peptide b; FIG. 15E) +2 charge state of peptide c; FIG. 15F)
+2 charge state of peptide d; FIG. 15G) +2 charge state of
peptide e; FIG. 15H) +2 charge state of peptide f; FIG. 151) +3
charge state of peptide g; and FIG. 15]) +3 charge state of
peptide h.

FIG. 16 shows IP LSI-MS-MS of lipid SM using CID
acquired directly from the aged mouse brain tissue spotted
with 2,5-DHAP matrix prepared in 50:50 ACN:water. A col-
lision energy of 32 V was applied in the trapping cell to
produce the choline fragment peak m/z 183. This FIG. dem-
onstrates that tandem MS/MS can be used to characterize the
structural composition directly from tissue material as is
shown for a lipid with the loss of the choline head group using
CID as the activation method. Other methods of fragmenta-
tion such as ETD, electron capture dissociation (ECD) and
infrared multiphoton dissociation (RMPD) can be used as
well. Accordingly, CID can be used to characterize lipid
compositions directly from tissue.

FIGS. 17A-17H show results for the MBP neuropeptide,
using 2,5-DHAP matrix with laser energies from 50 to 500.
FIG. 17A) laser energy of 50; FIG. 17B) laser energy of 100;
FIG. 17C) laser energy of 150; FIG. 17D) laser energy of 200;
FIG. 17E) laser energy of 250; FIG. 17F) laser energy of 300;
FIG. 17G) laser energy 0f400; and FIG. 17H) laser energy of
500.

FIG. 18 shows that increasing laser energy to 500 still
provides only MClIs of BI with no SCIs (FIG. 18A) glass
plate, and FIG. 18B) metal plate). Further, the ion abundance
of'the background increases to the point of overwhelming the
ion intensity of both the multiply and the SCIs present in the
mass spectra. Accordingly, increasing the laser energy to 500
still provides only MCIs but no SCls.

FIG. 19 shows that the addition of helium and/or nitrogen
(N2) gas results in observation of multiply charged ions. FIG.
19A) TOF (cooling gas 10 mL min~" and trap gas flow (2.5
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mL min~); FIG. 19B) IMS-TOF modes with He cell and IMS
gas flow at 24 mL min~'; FIG. 19C) He cell (180 mL min™");
FIG. 19D) IMS cell (90 mL min™"); and FIG. 19E) both gas
flows increased.

Comparison of the results obtained with LSIV to those
obtained with LSII are shown in FIGS. 20A, 20B, and 20C.
This comparison shows that at IP using low laser energy of
200, the results closely resemble those obtained with unat-
tenuated laser energy at AP. Increasing the laser energy at [P
t0 300 increases the abundance of the singly charged lipid and
peptide ions at the expense of a notable increase in matrix
background and decrease of the abundance of MCls.

For further insight, the custom synthesized neuropeptide
that was previously identified directly from tissue by a MAS-
COT search of LSI data from a LTQ-ETD and Orbitrap Exac-
tive was obtained. The extraction of the drift times of the
LSIV-IMS-MS measurements of SCls again showed the
unusual broad drift time distributions as compared to the
MCIs.

FIGS. 20A, 20B, and 20C show extracted drift times of the
neuropeptide with charge states +2, +3, and +4 (when
present): (FIG. 20A) from mouse brain tissue section by
AP-LSIV-IMS-MS, and from the synthesized N-acetylated
fragment of myelin basic protein obtained by (FIG. 20B)
AP-LSI-IMS-MS and (FIG. 20C) ESI-IMS-MS.

FIGS. 20A, 20B, and 20C show that while the charge state
and drift time distribution appearance is nearly identical for
the synthetic neuropeptide sample to that observed in LSII or
ESI IMS-MS, singly charged ions are not present under AP
conditions even though LSII uses significantly higher laser
energy than those used with LSIV.

FIGS. 21A-21E. LSIV-MS at mass spectra of bovine insu-
lin (MW 5731) acquired with IMS separation: default (FIG.
21A), no API gas on (FIG. 21B), and trap off (FIG. 21C), and
without IMS separation: default (FIG. 21D), and no trap on
(FIG. 21E).

FIGS. 22A-22D. Mass Spectrum of ubiquitin (MW 8559)
with 2-NPG matrix solution: FIG. 22A) AP-LSI and FIG.
22B) AP-MAIl using the LTQ Velos with a capillary tempera-
ture heated to 300° C., FIG. 22C) IP-LSI from the SYNAPT
G2 using the IP-MALDI source, and FIG. 22D) from high
vacuum MALDI-TOF-TOF Bruker UltrafleXtreme instru-
ments in reflectron mode.

FIGS. 23 A and 23B. High vacuum MALDI mass spectrum
of Lysozyme (MW 14.3 kDa) with 2-NPG matrix solution
acquired in FIG. 23A) reflectron mode and FIG. 23B) linear
mode the MALDI-TOF-TOF Bruker UltrafleXtreme instru-
ment.

FIGS. 24 A and 24B. High vacuum MALDI mass spectrum
of lysozyme (MW 14.3 kDa) acquired in linear mode with
FIG. 24A) 2-NPG and FIG. 24B) Sinapinic acid matrix solu-
tionusing a MALDI-TOF Bruker Autoflex Speed instrument.

FIGS. 25A-25D. AP-LSI mass spectrum of ubiquitin (MW
8559) with different matrixes solution: FIG. 25A) 2,5-DHB,
FIG. 25B) 2,5-DHAP, FIG. 25C) 2-NPG, and FIG. 25D)
4,6-DNPG acquired using the LTQ Velos with the capillary
temperature heated to 300° C.

FIGS. 26A and 26B. Photographs of the optical micros-
copy of a 1 ulL dried droplet spot of the 1:1 volume ratio of
analyte/matrix mixture of ubiquitin in water with FIG. 26A)
2-NPG and FIG. 26B) 4,6-DNPG matrix solution on a glass
plate before laser ablation.

FIGS. 27A, 27B, and 27C. IP-LSI mass spectrum acquired
with 4,6-DNPG matrix solution of FIG. 27A) N-acetylated
myelin basic protein fragment (MBP) (MW 1833) and FIG.
27B) bovine insulin (MW 5731). FIG. 27C) Extracted +2
charged state mass spectrum of polyethylene glycol-dimethyl
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ether (PEGDME) (MW 2000) with +1 charged state in the full
mass spectrum. Inset shows +2 charged state isotopic distri-
butions.

FIGS.28A-28D. AP-L.SImass spectra of FIG. 28 A) bovine
insulin (MW 5731) and FIG. 28C) ubiquitin (MW 8559 Da)
and AP-MAII mass spectra of FIG. 28B) bovine insulin (MW
5731) and FIG. 28D) ubiquitin (MW 8559 Da) with 4,6-
DNPG acquired using the LTQ-Velos with the capillary tem-
perature heated to 300° C.

FIGS. 29A, 29B, and 29C. High vacuum MALDI mass
spectra of ubiquitin (MW 8559 Da) with different matrixes:
FIG. 29A) 2-NPG, FIG. 29B) 2,5-DHB, and FIG. 29C)
CHCA acquired in reflectron mode using the MALDI-TOF
Bruker Ultraflex instrument.

FIGS. 30A, 30B, and 30C. High vacuum MALDI mass
spectra of lysozyme (MW 14.3 kDa) with different matrixes:
FIG. 30A) 2-NPG, FIG. 30B) 2,5-DHB, and FIG. 30C)
CHCA acquired in linear mode using a MALDI-TOF Bruker
Ultraflex instrument

FIGS. 31A-31D. High vacuum MALDI mass spectra of
bovine insulin (MW 5731) with 2-NPG matrix acquired using
the reflectron mode with different pulsed ion extraction (PIE)
delay: FIG. 31A) 0, FIG. 31B) 200, FIG. 31C) 400, and FIG.
31D) 600 ns from a MALDI-TOF Bruker UltrafleXtreme
instrument.

FIGS. 32A-32D. AP-MAII mass spectra of ubiquitin (MW
8559 Da) with CHCA (FIGS. 32A and 32C) and SA (FIGS.
32B and 32D) matrixes acquired using the LTQ-Velos mass
spectrometer with the capillary temperature heated to 300° C.
(FIGS. 32A and 32B) and 450° C. (FIGS. 32C and 32D).

FIGS. 33A, 33B, and 33C. AP-LSI mass spectra of FIG.
33A) lipids from mouse brain tissue section and FIG. 33B)
PEG-1000 acquired from the SYNAPT G2 with the source
heated to 150° C. and FIG. 33C) ubiquitin (MW 8559 Da)
from the LTQ-Velos with the capillary temperature heated to
300° C. using 4,6-DNPG as matrix. Inset shows +2 charged
state isotopic distribution of PEG-1000.

FIGS. 34A, 34B, and 34C. High vacuum MALDI mass
spectra of ubiquitin (MW 8559 Da) with 2,4-DNPG matrix
acquired using the reflectron mode with different laser power:
FIG. 34A) 65%, FIG. 34B) 70%, and FIG. 34C) 75% from a
MALDI-TOF Bruker UltrafleXtreme instrument.

FIGS. 35A, 35B, and 35C. IP-LSI-MS mass spectra of
MBP (MW 1833 Da) with 2-NPG matrix acquired using
different laser fluence on SYNAPT G2 instrument. F1G. 35A)
“1607, FIG. 35B) <1507, and FIG. 35C) “140”.

FIGS. 36A-36E. High vacuum MALDI mass spectra of
ubiquitin (MW 8559 Da) with 2-NPG matrix acquired using
the reflectron mode with different laser power: FIG. 36A)
45%, FIG. 36B) 50%, F1G. 36C) 55%, FIG. 36D) 60%, and
FIG. 36E) 65% from a MALDI-TOF Bruker UltrafleXtreme
instrument.

FIGS. 37A, 37B, and 37C. High vacuum MALDI mass
spectra of lysozyme (MW 14.3 kDa) with 2-NPG matrix
acquired using the reflectron mode with different laser power:
FIG. 37A) 50%, FIG. 37B) 60%, and FIG. 37C) 65% from a
MALDI-TOF Bruker UltrafleXtreme instrument.

FIGS. 38A and 38B. High vacuum MALDI mass spectra of
FIG. 38A) bovine insulin (MW 5731 Da), and FIG. 38B)
ubiquitin (MW 8559 Da) with 4,6-DNPG matrix acquired in
reflectron mode using a MALDI-TOF Bruker Ultraflex
instrument.

LSl is a subset of matrix assisted inlet ionization (MAII) in
which a matrix/analyte mixture produces electrospray ioniza-
tion (ESI)-like mass spectra of the analyte when introduced
by dislodging a matrix/analyte into a heated transfer tube
linking AP with the first vacuum region of the mass analyzer.
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Because in MAII the matrix/analyte sample is dislodged by
tapping the sample holder against the inlet of the mass spec-
trometer, the ionization is free of any laser ablation event.
MAII therefore permits the study of conditions pertinent to
the formation of multiply charged ions. Crucial for the pro-
duction of highly charged ions is the sample preparation
including pH and the proper desolvation conditions for ion-
ization of the analyte molecules during mass spectrometric
acquisition. Factors include thermal energy, vacuum assis-
tance, collisions with gases and surfaces for example. We
disclose new matrix compounds that produce abundant,
highly charged MAII ions. Matrix material composed of lin-
ear and aromatic structures produce abundant multiply
charged ions. Matrix material that has little or no absorption
at the employed laser wavelength is capable of dislodging the
matrix/analyte from the surface, especially with the laser
aligned in transmission geometry, producing highly charged
ions. A variety of different chemical structures including
aromatic and nonaromatic matrix compounds indicate the
importance of OH and NH, functionality. The utility for
binary matrixes is shown for LSI vacuum to produce abun-
dant, highly charged ions with as little as 5% of a 2-NPG, a
potent MAII matrix, added. The solvent-free sample prepa-
ration approach can be applied to solubility restricted matrix
compounds or to those that are too volatile to be prepared
solvent-based. FIGS. 39A-39E. MAII-MS of BI with 2-NPG
prepared using layer method in 1:1 ratio and acquired at
different acquisition temperature of the inlet capillary tube of
the LTQ Velos mass spectrometer instrument: (FIG. 39A) 50°
C., (FIG. 39B) 100° C., (FIG. 39C) 150° C., (FIG. 39D) 300°
C., (FIG. 39E) 450° C.

FIGS. 40A-40H. MAII-MS of Lys with 2-NPG matrix
prepared in 1:1 layer method and acquired with different
maximum injection times: FIG. 40A) 10, FIG. 40B) 25, FIG.
40C) 50, FIG. 40D) 100, FIG. 40E) 150, FIG. 40F) 200, FIG.
40G) 300, and FIG. 40H) 500 ms at 1 microscan and 450° C.
inlet capillary temperature on LTQ-Velos mass spectrometer
instrument.

FIGS. 41A-41F. MAII-MS of Lys with 2-NPG matrix pre-
pared in layer method in 1: ratio and acquired with different
microscans: FIG. 41A) 1, FIG. 41B) 2, FIG. 41C) 3, FIG.
41D) 5, FIG. 41E) 8 and FIG. 41F) 10 ms at 100 ms maximum
injection time and 450° C. inlet capillary temperature on
LTQ-Velos mass spectrometer instrument.

FIGS. 42A and 42B. MAII-MS sensitivity study of (FIG.
42A) 10 fmol pl.-1 with 2-NPG and (FIG. 42B) 50 fmol with
2,5-DHAP prepared using layer method in 1:1 ratio and blow
dried using the Thermo LTQ-Velos mass spectrometer instru-
ment with an inlet capillary temperature of 300° C.:

FIGS. 43A-43D. MAII of Lys with FIG. 43A) 100%
CHCA, FIG. 43C) binary mixture of 5%2-NPG and 95%
CHCA, FIG. 43B) 100% SA, and FIG. 43D) binary mixture
01'5%2-NPG and 95% SA prepared using layer method in 1:2
ratio and acquired at 450° C. inlet capillary temperature on an
LTQ-Velos mass spectrometer instrument using microscan of
2 and maximum injection time of 200 ms.

FIGS. 44A and 44B. LSII- and MAII-MS of Lys with
binary matrix mixture of 5% 2-NPG and 95% CHCA pre-
pared using layer method in 1:2 ration and acquired at 450° C.
inlet capillary temperature on an LTQ-Velos mass spectrom-
eter instrument using microscan of 2 and maximum injection
time of 200 ms.

FIGS. 45A-45D. MAII-MS of Lys with binary matrix mix-
ture 0f 5% 2-NPG and 95% CHCA (FIGS. 45A and 45C) and
5% 2-NPG and 95% SA (FIGS. 45B and 45D) prepared using
layer method in 1:2 ratio and acquired at 300° C. (FIGS. 45A
and 45B) and 450° C. (FIGS. 45C and 45D) inlet capillary
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temperature on an LTQ-Velos mass spectrometer instrument
using microscan of 2 and maximum injection time of 200 ms.

FIGS. 46 A and 46B. LSII-MS of (FIG. 46A) 10 pmol uL-1
CA and (FIG. 46B) a 10 second acquisition of 20 pmol pl.-1
BSA with 2-NPG matrix prepared using layer method. Data
acquired on the LTQ-Velos mass spectrometer instrument at
300° C. inlet capillary temperature with (F1G. 46 A) 2, 200 ms
and (FIG. 46B) 10, 100 ms microscans and maximum injec-
tion time, respectively.

FIGS. 47A and 47B. (FIG. 47A) LSII-MS and (FIG. 47B)
MAII-MS of 20 pmol of BSA with 2-NPG matrix prepared
using layer method and acquired on the LTQ-Velos mass
spectrometer instrument at 200° C. inlet capillary tempera-
ture at 10 microscans and 100 ms maximum injection time.
The starred and labeled peaks are believed to be the proto-
nated multiply charged molecules.

FIG. 48. MAII-CID MS/MS of 2 pmol pl.-1 of BSA tryptic
digest mixed with 4 ulL of 2-NPG using layer method on a
metal spatula and acquired on the LTQ-Velos mass spectrom-
eter instrument at 325° C. inlet capillary with microscans of 2
and 100 ms maximum injection time. Precursor ion selected
was m/z of 642.60 [M+2H]** and fragment ions produced at
a collision energy of 30 and selection window of £0.9.

FIG. 49. MAII-CID-MS/MS mass spectrum of 1 pmol
puL™" Ang II with 2 uL of 2-NPG using layer method on a
metal spatula and acquired on the LTQ-Velos mass spectrom-
eter instrument 325° C. inlet capillary temperature with 2
microscans and 100 ms maximum injection time. Precursor
ion selected was m/z of 524.01 [M+2H]** and fragmentation
ions produced at a collision energy of 27 and selection win-
dow of £0.9.

FIG. 50. MAII-ETD-MS/MS of 1 pmol ul. =" Ang IT with 2
ul of 2-NPG using layer method on a metal spatula and
acquired on the LTQ-Velos mass spectrometer instrument at
325° C. inlet capillary temperature with 2 microscan and 100
ms maximum injection time. Precursor ion selected was m/z
01'524.01 [M+2H]2+ and fragment ions produced at an acti-
vation time of 500 ms and selection window of +0.9.

FIGS. 51A, 51B, and 51C. MAII (FIG. 51A) full mass
spectrum of 5 pmol uL~* BI B chain oxidized (MW 3495 Da)
and (FIG. 51B) ETD-MS/MS of the +4 charge state with
2-NPG as matrix prepared using the layer method and
acquired on the LTQ-Velos mass spectrometer instrument at
325° C. inlet capillary temperature with 1 microscan and 50
ms maximum injection time. The ETD activation time was set
to 800 ms and 25 V of supplemental activation energy. FI1G.
51C shows the nearly 100% sequence coverage that was
obtained from a single MAII-ETD-MS/MS acquisition in
®).

FIGS. 52A-52D. LSII-IMS-MS of delipified mouse brain
tissue acquired using the SYNAPT G2 mass spectrometer
instrument with a Nanolockspray source: FIG. 52A) 2-di-
mensional plot of drift time vs. m/z and extracted mass spec-
tra from the 2-D plot, FIG. 52B) An 8.5 kDa protein contami-
nation, FIG. 52C) endogenous 5 kDa protein and the
identified neuropeptide, N-acetylated myelin basic protein
(MBP MW 1833), and FIG. 52D)+2 to +4 charged states of
peptides detected directly from delipified mouse brain tissue
spray coated with a binary matrix of 10% 2-NPG (50 mg in 1
ml ACN:water) and 90% 2,5-DHAP (300 mg in 9 m[L ACN:
water) matrix solution and added with several 0.5 uLL spots of
2,5-DHAP matrix solution on top. Source temperature was
set at 150° C.

FIGS. 53A and 53B. LSII-MS obtained directly from
delipified mouse brain tissue mounted on a FIG. 53A) CHCA
precoated and FIG. 53B) plain glass plate, both spray coated
with binary mixture of 10% 2-NPG and 90% 2,5-DHAP
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matrix solution, and acquired using the LTQ-Velos mass
spectrometer with inlet capillary temperature of 350° C.,
microscan of 2, and maximum injection times of 600 ms.

FIG. 54. LSII-MS images of the different charge states of a
5 kDa protein detected directly from delipified mouse brain
tissue on a CHCA precoated glass plate (delipified and spray
coated with binary mixture of 10% 2-NPG and 90% 2,5-
DHAP matrix solution) acquired using the LTQ-Velos mass
spectrometer instrument with an inlet capillary temperature
0t'350° C. The images showed almost half of the mouse brain
tissue slice which acquisitions were done with the correct
settings of 2 microscans and 600 ms maximum injection time.

FIG.55.LSII [M-H]™ ion image of 888.7 from mouse brain
tissue using a glass slide pre-coated with matrix. The image
was obtained on a Thermo LTQ-Velos mass spectrometer
instrument with an inlet capillary temperature of 450° C.,
microscan of 1, and maximum inject time of 100 ms. Each
row was acquired in 0.19 minutes.

FIGS.56A,56B, and 56C. LSII-MS of Ubi with FIG. 56 A)
100% CHCA, FIG. 56B) 100% NPG, and FIG. 56C) binary
matrix mixture of 5% 2-NPG and 95% CHCA using an IR
laser at 1064 nm wavelength acquired on the SYNAPT G2
mass spectrometer instrument with source temperature at
150° C.

FIGS.57A-57D. LSIV-MS at IP of peptides and proteins in
water with 2-NPG matrix prepared using the dried droplet
method in 1:1 ratio: (FIG. 57A) 1 pmol L~ N-acetylated
myelin basic protein fragment (MBP, MW 1833 Da), (FIG.
57B) 1 pmol uL.~! galanin (MW 3158 Da), (FIG. 57C) 1 pmol
uL~! bovine insulin (MW 5731 Da), and (FIG. 57D) 2.5 pmol
pL~" ubiquitin (MW 8561 Da). Low laser fluence (‘140-175")
was used for all the acquisitions.

FIGS. 58A-58D. LSIV-IMS-MS at IP of 2.5 pmol ul.™*
ubiquitin 2-NPG matrix prepared using droplet methodin 1:1
ratio and obtained using the SYNAPT G2 mass spectrometer
instrument with a MALDI source. Total mass spectra (FIGS.
58A and 58C) and 2-D plot of drift time vs. m/z (FIGS. 58B
and 58D) tuned with different quad settings of 500, 1000,
1000 of masses 1, 2, 3 ramping, respectively at low laser
power (FIGS. 58A and 58B), and using the auto profile set-
tings of the instrument at high laser power (FIGS. 58C and
58D).

FIGS. 59A-59H. LSIV-IMS-MS at IP of 2.5 pmol pL.™!
proteins in water with 2-NPG matrix prepared using droplet
method and acquired on a SYNAPT G2 mass spectrometer
with a MALDI source. The 2-D plots (FIGS. 59A-59D) and
the extracted drift times (FIGS. 59E-59H) for each charge
state are displayed for (FIGS. 59A and 59E) ubiquitin, (FIGS.
59B and 59F) lysozyme, (FIGS. 59C and 59G) myoglobin,
and (FIGS. 59D and 59H) carbonic anhydrase. Low laser
fluence was used for all the acquisitions.

FIGS. 60A and 60B. LSIV-MS at IP of 2.5 pmol pul™*
angiotensin I (MW 1295) in water using FIG. 60A) binary
matrix of 10% 2-NPG and 90% SA and FIG. 60B) 100% SA
prepared using droplet method in 1:1 ratio and acquired using
the MALDI source of SYNAPT G2 mass spectrometer instru-
ment. Laser fluence used is <200°.

FIGS. 61A-61C. LSIV-MS at IP of 2.5 pmol pL.=' BI with
FIG. 61A) 100% 2-NPG, FIG. 61B) 100% CHCA, and FIG.
61C) a binary matrix of 10% 2-NPG and 90% CHCA pre-
pared using droplet method in 1:1 ratio and acquired on the
SYNAPT G2 mass spectrometer instrument with a MALDI
source using an adjusted quad settings preferencing multiply
charged ions.

FIGS. 62A-62D. LSIV-MS atIP of 2.5 pmol uL.~* ubiquitin
in water with binary mixture of 10% 2-NPG and 90% 4-ni-
troaniline (FIGS. 62A and 62C) and 100% 4-nitroaniline
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(FIGS. 62B and 62D) prepared using droplet method in 1:1
analyte/matrix volume ratio and spotted 1 uL. on a glass plate.
Data acquired using LSI (FIGS. 62A and 62B) and MALDI
(FIGS. 62C and 62D) settings of the SYNAPT G2 mass
spectrometer instrument with a MALDI source.

FIGS. 63A and 63B. LSIV-IMS-MS at IP FIG. 63A) 2-di-
mensional plot of drift time vs. m/z and FIG. 63B) total mass
spectrum of lipids, peptides, and proteins detected directly
from delipified mouse brain tissue spotted with 100%-2NPG
matrix. The production of multiply charge ions and with gas
phase separation, lipids, peptides, and proteins are well sepa-
rated into charged state families.

FIGS. 64 A and 64B. LSIV-IMS-MS at IP 2-D plots of drift
time vs. m/z from delipified mouse brain tissue mounted on
FIG. 64A) plain glass plate and spray coated with 100%
2-NPG and FIG. 64B) CHCA precoated glass plate and spray
coated with 90% 2,5-DHAP and 10% 2-NPG.

FIGS. 65A and 65B. LSIV imaging at IP from an aged
delipified mouse brain tissue spray coated with 100% 2-NPG
matrix solution showing images of endogenous neuropep-
tides peptides. FIG. 65A) Total mass spectrum, FIG. 65B)
Inset mass spectrum of the +2 peptides with the images of the
most abundant signals: (1) m/z 831 and (2) the identified
neuropeptide, N-acetylated myelin basic protein fragment
m/z 917 and (3) its +1 charged state m/z 1834.

FIGS. 66A-66D. LSIV imaging at IP of endogenous neu-
ropeptides from delipified mouse brain tissue spray coated
with 100% 2-NPG matrix solution: FIG. 66A) m/z 795 (+2),
FIG. 66B) m/z 831 (+2), and FIG. 66C) m/z 917 (+2), the
identified neuropeptide MBP. (FIG. 66D) shows the location
of this protein and its abundance in the mouse brain tissue
(from Allen mouse brain atlas)

FIG. 67. LSIV-MS at HV of CA with 2-NPG matrix pre-
pared using droplet method in 1:1 ratio and acquired in reflec-
tron mode using a Bruker MALDI-TOF-TOF UltrafleXtreme
mass spectrometer at 50% laser power.

FIGS. 68A and 68B. LSIV-MS at HV of Lys with binary
mixture of SA and 2-NPG using different composition by
volume labeled in FIG. 68A. Data were acquired in positive
reflectron mode using the Bruker UltrafleXtreme MALDI-
TOF-TOF mass spectrometer instrument. The mass spectrum
shown in FIG. 68B is the zoomed-in spectrum using 25% SA
and 75% 2-NPG. Charge state observed is up to +12.

FIGS. 69A, 69B, and 69C. LSIV at HV of Lys with FIG.
69A) 100% 2-NPG, FIG. 69B) 100% SA, and FIG. 69C)
binary mixture of 50% 2-NPG and 50% SA. Data were
acquired in positive reflectron mode using the Bruker
UltrafleX Speed MALDI-TOF mass spectrometer instru-
ment.

FIGS. 70A, 70B, and 70C. Collision induced dissociation
(CID) of GD,, ganglioside from (FIG. 70A) purchased
sample (Sigma Aldrich, St. Louis, Mo.) and (FIG. 70B)
directly from mouse brain tissue. The [M-2H]2-peak at m/z
917.5 was selected as the parent ion. In (FIG. 70A), 5 pmol
GD, , with 2,5-DHAP matrix, an isotopic width of 0.7, colli-
sion energy 25 eV, and activation time of 10 msec were used.
The most abundant fragment at m/z 1544 corresponds to the
loss of a sialic acid (FIG. 70C). Several characteristic frag-
ments identifying the ganglioside species as GD,, are also
present, including m/z 581, corresponding to two attached
sialic acids; m/z 1382, the loss of the end group sugars (one
sialic acid and one galactose); and m/z 1161, the loss of the
end group sugars and the GalNAc attached to the galactose.
Similar fragments occur in a mouse brain tissue section spot-
ted with 0.5 plL of 2,5-DHAP (FIG. 70B) (isotopic width 1.0,
collision energy 40 eV, activation time 10 msec).
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FIGS. 71A and 71B. AP-MAII MS/MS mass spectra of 2
pmol pL~* acetylated angiotensin II (MW 1088) with 2,5-
DHAP as matrix using (FIG. 71A) CID and (FIG. 71B) ETD
on Thermo LTQ-Velos mass spectrometer instrument at an
inlet capillary temperature of 350° C.

FIGS. 72A and 72B. AP-MAII MS/MS mass spectra of 2
pmol uL~! oxidized ACTH fragment (1-10) (MW 1315) with
2,5-DHAP as matrix using (FIG. 72A) CID and (FIG. 72B)
ETD on Thermo LTQ-Velos mass spectrometer instrument at
an inlet capillary temperature of 350° C.

FIGS. 73A and 73B. AP-MAIl MS/MS mass spectra in
negative mode of 2 pmol pL. =" phosphorylated cholecystoki-
nin (MW 1334) with 2,5-DHAP as matrix using (FIG. 73A)
CID and (FIG. 73B) ETD on Thermo LTQ-Velos mass spec-
trometer instrument at an inlet capillary temperature of 350°
C.

FIGS. 74A and 74B. A single (FIG. 74A) CID-LSI-MS/
MS and (FIG. 74B) ETD-LSII-MS/MS scan of PEGDME-
2000 with (I) Full and (IT) Inset fragment ion mass spectra
using a 2,5-DHAP and LiCl matrix (400:1 salt:polymer molar
ratio) on an LTQ-Velos mass spectrometer. The triply charged
m/z 727.5 was selected with a £0.7 mass unit window. (FIG.
74A) CID fragmentation was induced with collision energy
of “50”. (FIG. 74B) ETD fragmentation was obtained by
permitting the reagent gas fluoranthene to react for 500 mil-
liseconds.

FIGS.75A and 75B. LSIV-CID-MS/MS at IP mass spectra
of 2.5 pmol uL.=* GFP with 2,5-DHAP prepared using droplet
method in 1:1 ratio and acquired on a SYNAPT G2 mass
spectrometer with a MALDI source. (FIG. 75A) +1 and (FIG.
75B) +2 fragment ions produced from precursor ions +1 and
+2 charge states respectively.

FIGS. 76A and 76B. LSIV-CID-MS/MS at IP mass spec-
trum of 2.5 pmol uL~* angiotensin I with 2,5-DHAP prepared
using droplet method in 1:1 ratio and acquired using the
MALDI source of SYNAPT G2 mass spectrometer instru-
ment at “200” laser fluence. Precursor ion selected is +3
charged state (m/z 432.95). CID fragment ions produced by
FIG. 76A) triwave trap DC bias at 75’ and FIG. 76B) trap
voltage on at 32 V.

FIGS. 77A and 77B. LSIV-CID-MS/MS at IP of 2.5 pmol
pL~* N-acetylated myelin basic protein fragment (MBP) with
2,5-DHAP prepared using droplet method in 1:1 ratio and
acquired using the MALDI source of SYNAPT G2 mass
spectrometer instrument at “200” laser fluence. Precursor ion
selected are +3 (m/z 611.92) and +2 (m/z 917.49) charge
states. FIG. 77A) +2, 43 and FIG. 77B) +1 fragment ions from
+3 and +2 precursor ions respectively. Trap voltage used are
32 and 58 V for +3 and +2 charge states respectively.

FIGS. 78A, 78B, and 78C. LSII-IMS-MS 2-D plot of drift
time vs. m/z of a mixture of 30 pmol of PEG 1000 and 30
pmol of PtBMA 1640 with 4,6-dinitropyrogallol (4,6-DNPG)
and LiCl (400:1 salt:analyte molar ratio) as matrix and
acquired on a Waters SYNAPT G2 mass spectrometer instru-
ment using the Nanolockspray source. The drift time distri-
butions were created from the drift time integrations of m/z
regions (FIG. 78A) 694-702 and (FIG. 78B) 834-836. The
source temperature was held at 150° C. with additional 10V
of resistance heating through a wire-coiled home-built des-
olvation tube device.

FIGS. 79A, 79B, and 79C. (FIG. 79A) A full LSIV-IMS-
MS at IP 2-D plot of PEG DME 2000 with 4,6-dinitropyro-
gallol (4,6-DNPG) and LiCl (400:1 salt:analyte molar ratio)
as matrix acquired on a Waters SYNAPT G2 mass spectrom-
eter instrument with a MALDI source. The inset area (FIG.
79B) shows separation of +1 and +2 ions and their integrated
drift times at m/z 1109 can be seen in (FIG. 79C).
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FIGS. 80A-80D. LSII-MS analysis of polymers on the
LTQ-Velos mass spectrometer with 500:1 salt:analyte molar
ratios and a 400° C. ion transfer capillary: (FIG. 80A) PEG-
1000 using a 2,5-DHAP and NaCl matrix, (FIG. 80B) 4-arm
PEG-2000 using LiCl and 2-NPG, (FIG. 80C) Pentaethyritol
ethoxylate (PEEO) 800 using a 2,5-DHAP and LiCl matrix,
and (FIG. 80D) PtBMA using a 2,5-DHB and NaCl matrix.

FIG. 81. LSII-MS mass spectrum of crude algae extract
with 4,6-DNPG matrix acquired using the LTQ-Velos mass
spectrometer with an inlet capillary temperature of 450° C.

FIGS. 82A-82D. LSII-MS negative mode analysis of 5
pmol pL~" GD,, ganglioside (MW 1838, 1866 Da) with
2-amino-3-nitrophenol matrix, prepared using the layer
method, and acquired on the LTQ-Velos mass spectrometer
instrument at (FIG. 82A) 450° C., (FIG. 82B) 400° C., (FIG.
82C)350° C. and (FIG. 82D) 250° C. inlet capillary tempera-
ture.

FIG. 83. LSII-MS of mouse brain tissue spotted with 0.5
uL of 2-amino-3-nitrophenol matrix and analyzed in negative
ion mode on the LTQ-Velos mass spectrometer instrument at
250° C. inlet capillary temperature. Several lipid species are
detected, including phosphatidylserine (m/z 834), phosphati-
dylinisitol (m/z 885.60) and sulfatides (m/z 878.60). Labile
GD1 gangliosides, are detected without fragmentation at m/z
917.60 and 931.60.

FIGS. 84A-841. Single shot LSII acquisitions of mouse
brain tissue in negative ion mode spotted with 2,5-DHAP
matrix at 50 max inject time and 1-12 microscans (FIGS.
84A-84L., respectively) acquired on a Thermo LTQ-Velos
mass spectrometer instrument with an inlet capillary tem-
perature of 450° C.

FIGS. 85A-85H. LSII-MS of BI with 2,5-DHAP matrix
prepared using layer method in 1:4 ratio and acquired using
the SYNAPT G2 mass spectrometer with a Nanolockspray
source acquired at 150° C. source temperature: FIGS. 85A,
85C, 85E, and 85G) TOF mode only with gas flows from API
and Trap and FIGS. 85B, 85D, 85F, and 85H) with IMS
(additional He and IMS gas flows): (FIGS. 85A and 85B) both
API gas and Trap gas on, (FIGS. 85C and 85D) API gas off,
(FIGS. 85E and 85F) Trap gas off, and (FIGS. 85G and 85H)
both API and Trap gas off.

FIGS. 86A-86D. AP-LSII-IMS-MS 2-D plots of drift time
vs. m/z of 5 pmol pl-1 lysozyme acquired with FIG. 86A)
2-NPG matrix using 90° bent tube and FIG. 86B) 2,5-DHAP
matrix in straight tube on SYNAPT G2 mass spectrometer
using the Nanolockspray source. Extracted drift times of +10
to +14 charge states; FIG. 86C) 2-NPG matrix using 90° bent
tube and FIG. 86D) 2,5-DHAP matrix in straight tube on
SYNAPT G2 mass spectrometer using the Nanolockspray
source. Analyte/matrix spot was prepared in 1:3 layer method
on a glass plate and blow dried.

FIGS. 87A-87F. MAII-MS mass spectra of 2 pmol Ang. |
prepared in (1) 1:1 (FIGS. 87A and 87B) and (2) 1:2 (FIGS.
87C-87F) analyte:matrix ratio with I) CHCA (FIGS. 87A,
87C, and 87E) and II) SA (FIGS. 87B, 87D, and 87F)
acquired at A) 450° C. (FIGS. 87A-87D) and B) 400° C.
(FIGS. 87E and 87F) inlet capillary temperature using an
LTQ-Velos mass spectrometer instrument.

FIGS. 88A-88]. MAII-MS mass spectra of 5 pmol of FIGS.
88A and 88F) ang. I, FIGS. 88B and 88G) bovine insulin,
FIGS. 88C and 88H) ubiquitin, and FIGS. 88D and 88I)
lysozyme with CHCA (FIGS. 88A-88D) and SA (FIGS. 88F-
88I) acquired at 450° C. inlet capillary temperature using an
LTQ-Velos mass spectrometer instrument. Mass spectra of
lyzozyme using binary matrix mixture of 95% CHCA: 5%
2-NPG (FIG. 88E) and 95% SA: 5% 2-NPG (FIG. 881J).
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Analyte/matrix spot was prepared in 1:2 ratio using layer
method on a glass plate and air dried.

FIGS. 89A-89D. LSII-IMS-MS of the neuropeptide, MBP,
from FIGS. 89A and 89C) delipified mouse brain tissue and
FIGS. 89B and 89D) syntheiszed MBP peptide using 2,5-
DHAP matrix at 532 nm (FIGS. 89A and 89B) and 1064 nm
wavelengths (FIGS. 89C and 89D). Mass spectra (left panel),
2-D plots of drift time vs. m/z (middle panel) and extracted
drift times for +2 and +3 ions (right panel) are displayed.

FIGS. 90-134 show mass spectra obtained with matrix
compositions described in FIGS. 135A-135L.. Each figure
provides the parameters used to generate the data according to
the abbreviation key in the Brief Description of the Figures.
The data presented in FIGS. 90-134 was acquired using the
Thermo LTQ-Velos mass spectrometer instrument with an
inlet capillary temperature of 450° C., microscan of 5, and
maximum injection time of 20 ms.

FIG. 90. MAII-MS of Ang I (SF) with 2,6-dihydroxyben-
zoic acid matrix.

FIG. 91. MAII-MS of BI (SB) and Ang I (SF) with 3,4-
dihydroxybenzoic acid matrix.

FIG. 92. MAII-MS and LSII-MS of BI (SB) with 5-meth-
ylsalisylic acid matrix.

FIG. 93. LSII-MS of BI (SB) with 3-hydroxypicolinic acid
matrix.

FIG. 94. MAII-MS of BI (SB) with 2,3-dihydroxyac-
etophenone matrix.

FIG. 95. MAII-MS of BI (SB) and Ang I (SF) with 2,4-
dihydroxyacetophenone matrix.

FIG. 96. MAII-MS of Ubi (SB) with 2.4,6-trihydroxyac-
etophenone matrix.

FIG. 97. MAII-MS of Ang I (SF) with 3,4-dihydroxyben-
zenesulfonic acid matrix.

FIG. 98. MAII-MS of Ang 1 (SF) with 4-nitrocatechol
matrix.

FIG. 99. MAII-MS of Ubi (SB) and Ang I (SF) with 2-ni-
troresorcinol matrix.

FIG. 100. MAII-MS of BI (SB) and Ang I (SF) with 2-ni-
trophloroglucinol matrix.

FIG. 101. MAII-MS of BI (SB) and Ang I (SF), and LSII-
MS of BI (SB) with 2-amino-3-nitrophenol matrix.

FIG. 102. MAII-MS of BI (SB) with 2,4-dinitrophenol
matrix.

FIG. 103. MAII-MS of BI (SB) with 3,5-dinitro-benzene-
1,2-diol matrix.

FIG. 104. MAII-MS of BI (SB) with 4,6-dinitropyrogallol
matrix.

FIG. 105. MAII-MS of Ang I (SF) with 4-nitro-5-[2-nitro-
ethyl]-1,2-benzenediol matrix.

FIG. 106. MAII-MS of Ang I (SF) with chlorohydro-
quinone matrix.

FIG. 107. MAII-MS of GDl1a (SB) with 1,4-dicyanoben-
Zene matrix.

FIG. 108. MAII-MS and LSII-MS of BI (SB) with salicy-
lamide matrix.

FIG. 109. MAII-MS of BI (SB) and Ang I (SF) with 4-hy-
droxybenzamide matrix.

FIG.110. MAII-MS of BI (SB) and Ang I (SF), and LSIT of
BI (SB) with 3,5-dihydroxybenzamide matrix.

FIG. 111. MAII-MS of Ang I (SF) and GDla (SB) with
2-hydroxy-5-methylbenzamide matrix.

FIG. 112. MAII-MS of BI (SB) and Ang I (SF) with
5-bromo-2-hydroxybenzohydrazide matrix.

FIG. 113. MAII-MS and LSII-MS of BI (SB) with 3-hy-
droxy-2-naphthoic hydrazide matrix.

FIG. 114. MAII-MS and LSII-MS of BI (SB), and MAII of
GD1a (SB) with 2-amino-3-nitropyridine matrix.
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FIG. 115. MAII-MS and LSII-MS of BI (SB) with
2-amino-4-methyl-3-nitropyridine matrix.

FIG. 116. MAII-MS of Ang I (SF) with phenol matrix.

FIG. 117. MAII-MS of BI (SB) and Ang I (SF) with resor-
cinol matrix.

FIG. 118. MAII-MS of BI (SB) with hydroquinone matrix.

FIG. 119. MAII-MS of Ang I (SF) with phloroglucinol
matrix.

FIG. 120. MAII-MS of Ubi (SB) and Ang I (SF) with
pyrogallol matrix.

FIG. 121. MAII-MS of Ang I (SF) with 4-trifluoromethyl
phenol matrix.

FIG. 122. MAII-MS of Lys (SB) and Ang I (SF) with
1,4-dihydroxy-2,6-dimethoxybenzene matrix.

FIG. 123. MAII-MS of Ubi (SB) and Ang I (SF) with
2,4-dihydroxybenzaldehyde matrix.

FIG. 124. MAII-MS of Ang I (SF) with cis-1,2-cyclohex-
andediol matrix.

FIG. 125. MAII-MS of Ang I (SF) with 5,5-dimethyl-2-
nitrocyclohexane-1,3-dione matrix.

FIG. 126. MAII-MS of BI (SB) with succinic acid matrix.

FIG. 127. MAII-MS of BI (SB) with fumaric acid matrix.

FIG. 128. MAII-MS of BI (SB) with mesaconic acid
matrix.

FIG. 129. MAII-MS of BI (SB) with 2,4-hexadienoic acid
matrix.

FIG. 130. MAII-MS of Ang I (SF) and GD1a (SB) with
cis,cis-2,5-dimethylmuconic acid matrix.

FIG. 131. MAII-MS of Ang I (SF) with trans,trans-mu-
conic acid matrix.

FIG.132. MAII-MS and LSII-MS of BI (SB) with methyl-
4-ox0-2-pentenoate matrix.

FIG. 133. MAII-MS of BI (SB) with N-methylmaleamic
acid matrix.

FIG. 134. MAII-MS of Ubi (SB) with 4,4'-azobis(4-cy-
anovaleric acid) matrix.

Discussion

The endogenous neuropeptide and the standard sample
provided identical drift time distributions for charge states +1
to +3 obtained by LSIV-IMS giving further confirmation of
the structure present in the tissue. It was noted earlier that the
charge state and drift time distribution appearance is nearly
identical for the synthetic neuropeptide sample to that
observed in LSII or ESI IMS-MS but with the important
difference that SCIs are not present under AP conditions even
though LSII uses significantly higher laser energy than those
used with LSIV. Isomeric beta amyloid peptide mixtures have
shown baseline separation using a LSI-IMS-MS (SYNAPT
(2) approach, suggesting that even rather small differences in
the structures of the peptides would be observed using the
IMS-MS approach.

Extractions of drift time distributions (cross-sections) pro-
vide exact drift time values of features for a specific m/z.
These values can give insight into structures when combined
with computer modeling approaches or aid identification
when standards are available. Appropriate compute modeling
approaches and/or standards are described in Williams et al.,
J.; Rapid Commun. Mass Spectrom. 2009, 23, 3563-3569;
Shvartsburg et al., Proc. Nat. Acad. Sci. of USA 2009, 106,
6495-6500; Scarff et al., Rapid Commun. Mass Spectrom.
2008, 22, 3297-3304; Kim et al., Anal. Chem. 2008, 80,
1928-1936; Trimpin et al., Anal. Chem. 2007, 79, 7965-7974;
Tao et al., J. Am. Soc. Mass Spectrom. 2007, 18, 1232-1238;
Smith et al., J. Am. Soc. Mass Spectrom. 2007, 18, 2180-
2190; Colgrave et al., Int. J. Mass Spectrom. 2003, 229,
209-216; Hoaglund et al., Anal. Chem. 1998, 70, 2236-2242;
von Helden et al., Int. J. Mass Spectrom. lon Processes 1995,
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146/147, 349-64; Trimpin & Clemmer, Anal. Chem. 2008,
80, 9073-9083; Dole et al., J. Chem. Phys. 1968, 49, 2240-
2249; Iribarne & Thomson, J. Chem. Phys. 1976, 64, 2287-
2294; and Karas et al., J. Mass Spectrom 2000, 35, 1-12 each
of' which is incorporated by reference herein for its teachings
regarding the same.

Evaluation of the laser parameters described above sug-
gests that at very low laser energy of 50 and 100 low abundant
ions are detected barely above the baseline. At 150, MCls are
observed but in relative low abundance and with essentially
no chemical background. At 200 the ion abundances of MClIs
increase by a factor of 3 vs. 150, also with essentially no
chemical background signals. With increasing laser energy
up to 500, matrix signals begin to appear and the relative
intensity of the MCIs increases for the lower charge states.
The formation of SCIs also becomes much more evident. At
the highest laser energy of 500, the doubly charged ions are
the base peak but triply charged ions are significantly reduced
in abundance.

As stated, only SCIs (Ang I, GFP, ACTH, BI) are observed
using the same matrix/analyte samples on a HV commercial
MALDI instrument with glass or metal sample plates. Similar
results are expected for MALDI sources operated at IP or AP.
Higher laser energy was necessary for 2,5-DHAP in compari-
son to CHCA and 2,5-DHB for the detection of singly
charged analyte ions. 2,5-DHAP produced low abundant dou-
bly charged ions for ACTH and BI at high laser energy under
vacuum MALDI conditions, whereas the other matrixes only
produced SCIs. These results suggest that matrix/analyte
clusters are formed under vacuum conditions but MCls are
only observed with proper desolvation conditions, which in
this case are produced primarily by the choice of matrix and
laser energy.

Also similar to previous studies on a commercial
AP-MALDI source on an Orbitrap XL using 2,5-DHAP and
reflection geometry, irreproducibility is encountered at rela-
tive low threshold laser energy by the inability to observe ions
after several laser shots at the same location. Moving to the
next spot and increasing the laser energy improves reproduc-
ibility. Without being bound by theory, this issue could be
related to the laser aligned in reflection geometry and not to IP
conditions; in transmission geometry this is not observed
because the sample in the path of the laser beam is completely
ablated in a single shot.

Exemplary Embodiments

1. A method of producing multiply-charged analyte ions from
a matrix/analyte association comprising contacting the
matrix/analyte association with a force that generates transfer
and receipt of charge between the matrix and analyte; allow-
ing the matrix/analyte association to enter the gas phase of the
ion source of a mass spectrometer wherein the gas phase
comprises an intermediate pressure zone or a high vacuum
zone such that the matrix/analyte association is exposed to a
decrease in pressure thereby producing the multiply-charged
ions.

2. A method of embodiment 1 wherein the gas phase com-
prises an intermediate pressure zone with a pressure from
about 107> Torr to about 200 Torr.

3. A method of embodiment 1 wherein the gas phase com-
prises a high vacuum zone with a pressure from about 10~°
Torr to about 107> Torr.

4. A method of embodiment 1, 2 or 3 wherein the method
further comprises heating the ionization region comprising
the sample stage on which the matrix/analyte association is
contacted with the force.
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5. A method of embodiment 1, 2, 3 or 4 wherein the force is
applied by contacting the matrix/analyte association with a
laser beam.

6. A method of embodiment 1, 2, 3, 4, or 5 wherein the laser
beam contacts the matrix-analyte association through trans-
mission or reflection geometry.

7. A method of embodiment 1, 2, 3, 4, 5, or 6 wherein the
matrix is an organic composition that comprises a compound
of FIGS. 135A-135L.

8. A method of embodiment 1, 2, 3, 4, 5, 6 or 7 wherein the
analyte is an intact, enzymatically digested, oxidized, acety-
lated, methylated, sulfonated, or phosphorylated protein or
peptide.

9. A method of embodiment 8 wherein the oxidation, acety-
lation or phosphorylation of the protein or peptide is indica-
tive of a disease state.

10. A method of embodiment 8 wherein the analyte is a lipid,
a lipid including fragile gangliosides, a carbohydrate, an oli-
gonucleotide, a synthetic polymer, a biofilm, a cell culture, a
synthetic surfaces, animal tissue, plant tissue, a drug, a drug
metabolite, endogenous metabolite.

11. A method of embodiment 1, 2,3, 4, 5,6, 7, 8, 9 or 10
wherein the mass spectrometer is a high vacuum time-of-
flight (TOF) and/or TOF/TOF mass spectrometer and the
method extends the fragmentation and mass accuracy asso-
ciated with multiply charged ions on the high performance
mass spectrometer.

12. A method of embodiment 1, 2,3, 4, 5,6, 7, 8, 9 or 10
wherein the mass spectrometer is a Fourier Transform-Ion
Cyclotron Resonance (FT-ICR) mass spectrometer, a Q-TOF
mass spectrometer (SYNAPT G2, Waters Corporation, Mil-
ford, Mass.) or an Orbitrap mass spectrometer (Thermo
Fisher Scientific, Waltham, Mass.) and the method extends
the mass range, mass accuracy, and fragmentation of high
performance mass spectrometer.

13. A method of embodiment 1, 2,3, 4, 5,6, 7, 8, 9 or 10
wherein the mass spectrometer is an ion trap, triple quadru-
pole, and single quadrupole mass spectrometer and the
method extends the mass range, mass accuracy, and fragmen-
tation of the mass spectrometer.

14. A method of gas phase separation of an analyte compris-
ing contacting a matrix/analyte association with a force that
generates transfer and receipt of charge between the matrix
and analyte;

allowing the matrix/analyte association to enter the gas phase
of the ion source of a mass spectrometer wherein the gas
phase comprises an intermediate pressure zone or a high
vacuum zone such that the matrix/analyte association is
exposed to a decrease in pressure thereby producing the mul-
tiply-charged ions and thereby enabling the differentiation of
isomers by cross section shape, and permitting cross section
analysis using modeling of ions from surfaces using ion
mobility spectrometry-mass spectrometry instrumentation.
15. A method of embodiment 14 wherein the ion mobility
spectrometry-mass spectrometry instrumentation is a drift
tube, a traveling wave or field asymmetry (FAIMS) technol-
ogy.

16. A method of a preceding embodiment comprising enhanc-
ing fragmentation in MS/MS instrumentation through colli-
sion induced dissociation, electron transfer dissociation or
electron capture dissociation.

17. A method of preparing and analyzing a matrix/analyte
association using mass spectrometry and/or ion mobility
spectrometry-mass spectrometry comprising associating a
matrix with an analyte to form a matrix/analyte association
before or after deposition onto a metal or glass plate;



US 9,177,773 B2

49

contacting the matrix/analyte association with a force that
dislodges the matrix/analyte association from the plate
thereby exposing the matrix/analyte association to an inter-
mediate pressure or high vacuum zone within a mass spec-
trometer or ion mobility mass spectrometer so that the matrix/
analyte association is exposed to a decrease in pressure
thereby producing multiply-charged ions that are positively
or negatively charged depending on the operation of the mass
spectrometer and detector;

acquiring a mass spectrum, fragmentation spectrum or IMS
data of the analyte; and evaluating the mass spectrum, frag-
mentation spectrum or IMS data to determine a characteristic
of the analyte.

18. A method of embodiment 17 wherein the associating of
the matrix with the analyte occurs by mixing an analyte
solution with a matrix solution to form a matrix/analyte solu-
tion in a separate container or on the sample plate and drying
the analyte/matrix solution for form the association or bring-
ing a solid analyte including native surfaces into contact with
a matrix in which the matrix can be placed below or on top of
the analyte surface.

Unless otherwise indicated, all numbers expressing quan-

tities of ingredients, properties such as molecular weight,
reaction conditions, and so forth used in the specification and
claims are to be understood as being modified in all instances
by the term “about.”” Accordingly, unless indicated to the
contrary, the numerical parameters set forth in the specifica-
tion and attached claims are approximations that may vary
depending upon the desired properties sought to be obtained
by the present invention. At the very least, and not as an
attempt to limit the application of the doctrine of equivalents
to the scope of the claims, each numerical parameter should at
least be construed in light of the number of reported signifi-
cant digits and by applying ordinary rounding techniques.
Notwithstanding that the numerical ranges and parameters
setting forth the broad scope of the invention are approxima-
tions, the numerical values set forth in the specific examples
are reported as precisely as possible. Any numerical value,
however, inherently contains certain errors necessarily result-
ing from the standard deviation found in their respective
testing measurements.
The terms “a,” “an,” “the” and similar referents used in the
context of describing the invention (especially in the context
of'the following claims) are to be construed to cover both the
singular and the plural, unless otherwise indicated herein or
clearly contradicted by context. Recitation of ranges of values
herein is merely intended to serve as a shorthand method of
referring individually to each separate value falling within the
range. Unless otherwise indicated herein, each individual
value is incorporated into the specification as if it were indi-
vidually recited herein. All methods described herein can be
performed in any suitable order unless otherwise indicated
herein or otherwise clearly contradicted by context. The use
of any and all examples, or exemplary language (e.g., “such
as”) provided herein is intended merely to better illuminate
the invention and does not pose a limitation on the scope of
the invention otherwise claimed. No language in the specifi-
cation should be construed as indicating any non-claimed
element essential to the practice of the invention.

Groupings of alternative elements or embodiments of the
invention disclosed herein are not to be construed as limita-
tions. Each group member may be referred to and claimed
individually or in any combination with other members of the
group or other elements found herein. Itis anticipated that one
or more members of a group may be included in, or deleted
from, a group for reasons of convenience and/or patentability.
When any such inclusion or deletion occurs, the specification

20

25

30

40

45

50

is deemed to contain the group as modified thus fulfilling the
written description of all Markush groups used in the
appended claims.
Certain embodiments of this invention are described
herein, including the best mode known to the inventors for
carrying out the invention. Of course, variations on these
described embodiments will become apparent to those of
ordinary skill in the art upon reading the foregoing descrip-
tion. The inventor expects skilled artisans to employ such
variations as appropriate, and the inventors intend for the
invention to be practiced otherwise than specifically
described herein. Accordingly, this invention includes all
modifications and equivalents of the subject matter recited in
the claims appended hereto as permitted by applicable law.
Moreover, any combination of the above described elements
in all possible variations thereofis encompassed by the inven-
tion unless otherwise indicated herein or otherwise clearly
contradicted by context.
Specific embodiments disclosed herein may be further lim-
ited in the claims using consisting of or consisting essentially
of language. When used in the claims, whether as filed or
added per amendment, the transition term “consisting of”
excludes any element, step, or ingredient not specified in the
claims. The transition term “consisting essentially of” limits
the scope of a claim to the specified materials or steps and
those that do not materially affect the basic and novel char-
acteristic(s). Embodiments of the invention so claimed are
inherently or expressly described and enabled herein.
Furthermore, numerous references have been made to pat-
ents and printed publications throughout this specification.
Each of the above-cited references and printed publications
are individually incorporated herein by reference in their
entirety.
In closing, it is to be understood that the embodiments of
the invention disclosed herein are illustrative of the principles
of the present invention. Other modifications that may be
employed are within the scope of the invention. Thus, by way
of'example, but not of limitation, alternative configurations of
the present invention may be utilized in accordance with the
teachings herein. Accordingly, the present invention is not
limited to that precisely as shown and described.
The invention claimed is:
1. A method of producing multiply-charged analyte ions
from a matrix/analyte association comprising:
placing the matrix/analyte association into an intermediate
pressure or high vacuum region in fluid contact with a
lower pressure region of a mass spectrometer;

contacting the matrix/analyte association with a force that
generates transfer and receipt of charge between the
matrix and analyte;

allowing the matrix/analyte associations to contact a con-

dition leading to evaporation or sublimation of the
matrix from the matrix/analyte association thereby pro-
ducing desolvated analyte ions;

allowing the desolvated analyte ions to enter a mass ana-

lyzer of the mass spectrometer thereby producing mul-
tiply-charged analyte ions.

2. A method of claim 1 wherein the force that generates
transfer and receipt of charge between the matrix and analyte
is also the condition leading to evaporation or sublimation of
the matrix from the matrix/analyte association.

3. A method of claim 2 wherein the force and condition is
a laser.

4. A method of claim 1 wherein the condition is heat, a
quadropole field, or a radiofrequency voltage.

5. A method of claim 4 wherein the heat is radiative heat
and/or convective heat.
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6. A method of claim 4 wherein the condition is at least one
obstacle leading to a collision.

7. A method of claim 6 wherein the obstacle is a surface or
a gas.

8. A method of claim 1 wherein the ion source of a mass
spectrometer comprises at least two obstacles selected from a
surface and a gas.

9. A method of claim 6 wherein the obstacle is a controlled
gas leak.

10. A method of claim 6 wherein the obstacle is a pressure
isolation wall.

11. A method of claim 6 wherein the at least one obstacle
includes (i) a controlled gas leak and (ii) a surface.

12. A method of claim 1 wherein the method further com-
prises heating an ionization region comprising a sample stage
on which the matrix/analyte association is contacted with the
force.

13. A method of claim 1 wherein the matrix is an organic
composition that comprises a compound of FIG. 135.

14. A method of claim 1 wherein the analyte is an intact,
enzymatically digested, oxidized, acetylated, methylated,
glycosylated, sulfonated, or phosphorylated protein or pep-
tide.

15. A method of claim 14 wherein the oxidation, acetyla-
tion or phosphorylation of the protein or peptide is indicative
of a disease state.

16. A method of claim 1 wherein the analyte is a lipid, a
lipid including fragile gangliosides, a carbohydrate, an oligo-
nucleotide, a synthetic polymer, a biofilm, a cell culture, a
synthetic surface, animal tissue, plant tissue, a drug, a drug
metabolite, or an endogenous metabolite.

17. A method of gas phase separation of an analyte com-
prising:

contacting a matrix/analyte association with a force that

generates transfer and receipt of charge between the
matrix and analyte;

allowing the matrix/analyte association to enter the gas

phase of an ion source of a mass spectrometer wherein
the gas phase comprises (i) an intermediate pressure
zone or a high vacuum zone such that the matrix/analyte
association is exposed to a decrease in pressure and (ii)
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at least one condition such that the matrix/analyte asso-
ciation is exposed to a collision within the gas phase of
the ion source;

thereby producing multiply-charged ions and enabling the

differentiation of isomers by MS/MS using collision
induced dissociation (CID), electron transfer dissocia-
tion (ETD) and electron capture dissociation (ECD)
fragmentation and/or cross section shape, and permit-
ting cross section analysis using modeling of ions from
surfaces using ion mobility spectrometry-mass spec-
trometry instrumentation for structural characterization.

18. A method of claim 17 wherein the at least one condition
is heat, a quadropole field, a radiofrequency voltage an
obstacle selected from a surface or a gas.

19. A method of claim 17 wherein the ion source of a mass
spectrometer comprises at least two obstacles selected from a
surface and a gas.

20. A method of claim 17 wherein exposure to the collision
occurs before and/or after exposure to the decrease in pres-
sure.

21. A method of claim 17 wherein the condition is at least
one obstacle and includes (i) a controlled gas leak before and
after exposure to the decrease in pressure and (ii) a surface
after exposure to the decrease in pressure.

22. A method of analyzing a matrix/analyte association
using mass spectrometry and/or ion mobility spectrometry-
mass spectrometry comprising:

contacting the matrix/analyte association with a force

thereby exposing the matrix/analyte association to an
intermediate pressure or high vacuum zone within a
mass spectrometer or ion mobility mass spectrometer
and at least one obstacle so that the matrix/analyte asso-
ciation is exposed to a decrease in pressure and a colli-
sion thereby producing multiply-charged ions that are
positively or negatively charged depending on the opera-
tion of the mass spectrometer and detector;

acquiring a mass spectrum, fragmentation spectrum or ion

mobility spectrometry (IMS) data of the analyte; and
evaluating the mass spectrum, fragmentation spectrum
or IMS data to determine a characteristic of the analyte.
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